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NTDB id 158 SP RS09595 WP 000282442.1 .MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGERE..ADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRF 82
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NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIE..ADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSY 82
NTDB id 397281 BR63 RS13045 WP 034422668.1 .MLNRVILIGRLTKDPELRYTPSGTAVATFTLAVNRNRTNQEGERE..ADFIPIVVWQKQAENCANFIGKGSLVAIDGRLQVRTY 82
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consensus *************



X non conserved

X similar

X ≥ 50% conserved


