
logo MIRLNLLPKNLRRR I
VEPGWWRLALAGLALFALLVTVLGSFVLGFLLVHYTAYTELSTLAKAQERDAQLKQAEVEALKRPF IAELQGNRLQVEQERKALEALLA

NTDB id 39724 TSC RS10135 WP 015717935.1 MIRLNLLPKNLRRRIEPGWWRLAAGAFALLTLSFLGFLHYTAYTELTLAKQERDALKAEVEALKPFIAEQNRLVQERKALEALLA 85
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKALEALLA 85
consensus !!!!!!!!!!!!!!*!!!!!!! ! !!!* ! !! *!!!!!!!!*!!! !!! ! !!!!!!*!!!!! !! !!!!!!!!!!

logo I REGLEKKNAFVPWSEQYLAAF INRQIPQRAQGGRLEPVALRSVGSATRAI
L
P
SEDEEAANRLMAQAEGTYDGKKR I

V
Q
RVEFATLVQGEALNSQRENALVNRF IVRAFE

NTDB id 39724 TSC RS10135 WP 015717935.1 IREGLKKNFVPWSEYLAAFIRQIPQQGGRLPVALRSVGTRAIPEDEANRMAQAGTYDGKKVQVEFTVQGEALNQNALVNFVRAFE 170
NTDB id 1024 TT RS05130 WP 011173433.1 IREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSREALVRFIRAFE 170
consensus !!!!! !! !!!! !!!!!! !!! !!!!*!!!!!! !!**!*!! !*!! !!!!!!** !!! *!!!!! !!! !*!!!!

logo TSPRFGI EFQGASLDEQGNRGLYTFSARVGALTVGGEGESGSAR
NTDB id 39724 TSC RS10135 WP 015717935.1 TSPRFGIEFQGASLDQNRGLYTFSARVGLVGGGESAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 TSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!!!!!!!!!!!!!! !!!!!!!!!!! !! !!
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