
logo MRTRERAGFLTLLELL ILVLGI LGVLLGLAGLPLLSPNRLALDQTAATRSLAATQVTRARLEAIRQRNATFAVGLMQI
VFTEGAGGYAL ILFTVDKQNAGNRARY

NTDB id 39716 TSC RS03790 WP 015716680.1 MRREAFTLLELLIVLGILGVLLGLGLPLLSPNRLALDTATRSLAAQVTRARLEAIRQNTFAGLMIFTEGAGGYAIFTDKNGNRAY 85
NTDB id 1030 TT RS04315 WP 011173283.1 MTRRGLTLLELLLVLGILGVLLGLALPLLSPNRLALDQAARSLATQVTRARLEAIRRNAFVGLQVFTEGAGGYLLFVDQNANRRY 85
consensus ! ! * !!!!!!*!!!!!!!!!!!*!!!!!!!!!!!! ! !!!! !!!!!!!!!!! ! ! !! *!!!!!!!! *! ! !*!! !

logo DPGEAEFIGQAVTVHRFGQGDNWARVRLDPESKRSATLGNMPI
LLFDPSRGI

VPAKP ITAGTI
L
T
VLTSGGTATRKVI

V I SQQGRARLVE
NTDB id 39716 TSC RS03790 WP 015716680.1 DPGEAIQVVRFGQGDWARVRLDPSRSTLGNMPILFDSRGVPAKPITGTITLTSGTATRKVIISQQGRARVE 156
NTDB id 1030 TT RS04315 WP 011173283.1 DPGEEFGATHFGQGNWARVRLDPEKSALGNMPLLFDPRGIPAKPITATLVLTSGGATRKVVISQQGRARLE 156
consensus !!!! *!!!! !!!!!!!! *! !!!!!*!!!*!!*!!!!!!*!* !!!! !!!!!*!!!!!!!!*!
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