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NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTEL.....RRVEGLDSRSVAAIGGAKAAEEAR 75
NTDB id 39713 TSC RS03130 WP 015716548.1 .............MDPLALALLPGIGPKRLLELLAEEN........PLLSL.....KERFPQVAT.....QLPQAEGEAR 49
NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAED........PLGFL.....RERFPEAWR.....HLPEAEAQAE 49
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQ..AAE 71
NTDB id 1089 NMB RS00600 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQ..AAE 71
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .........MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFC.QYDKTALKQMGWNERQIQRWFNPEH.....K..WID 63
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIV.QYSTEQLQLLGLTAKQLQAW.SQVD.....K..EVD 67
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .......MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQ.SFTPKQWLACGLKPEQLVFLTTQAA.....K..QAE 65
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NTDB id 1314 DR RS00625 WP 010886768.1 AELNKAAE.RGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGEL 154
NTDB id 39713 TSC RS03130 WP 015716548.1 RERERAEA.LGVRILGLWEEAFPEGLRRLPQPPTHLYVQGDLP........EEGKAVAIVGTRKASAWALSFTRKLAREL 120
NTDB id 1037 TT RS09535 WP 011174226.1 RERRRAEA.LGVRLLGLWEEGFPEGLKALPQPPTHLYLKGELP........PEREAVALVGTRRASPWALAFARKLAREL 120
NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQL.......LHKPSAAIVGSRHATPQAMRIAKDFGKSL 143
NTDB id 1089 NMB RS00600 WP 002224767.1 AALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQL.......LHKPSAAIVGSRHATPQAMRIAKDFGKSL 143
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QALQWAEQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVES.......LSLPQIAIVGSRDYSHYGEHWAGHFSAEL 135
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASC.......LPQPQIAMVGSRNASVDGLQHTRTFASDL 140
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QCLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEA.......VHDPAVAIVGSRNASVDGRQIARQFATEL 138
consensus * * ** * ** *! *!* * !**!***! * * * ***!!*! ** ** ** ** *!

logo

A
G
S
V

A
K
E
G
Q

S
H
K
A
D
Q
G
V
I
L
A
C
I
L
V
W
P

I
VTVSGMLAI

L
S
RGVIDRGTFHYEACAHTDLQARGAALLNEQEGAASGEANQSEGSGI

K
P
Q
R
S
GTVLIGAVW

LGTSAGVILAEDVQRI
VYPKRAPQRVEHNHQKRDEKPGNLAGREQYKQERMVIDIVAAETNQSKGLAVILLVSEYFAFRPLFIPDHSGAQTKPRGPAIRYKQPADHGEFHNF

NTDB id 1314 DR RS00625 WP 010886768.1 AAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMV.....VVSEYPLGTGPAQHHF 229
NTDB id 39713 TSC RS03130 WP 015716548.1 SEAGLCVVSGLARGVDREAHLGALEG.....GGSTLGVLGSALDRIYPPEHRELARKVA.....LVSEFPFGTGPKPEFF 190
NTDB id 1037 TT RS09535 WP 011174226.1 SEAGLWVVSGLARGIDREAHLGALEA.....GGRTLGVLGSALDRVYPPENRPLAQRMD.....LLSEFPFGTGPKPEFF 190
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GGKGIPVVSGMASGIDTAAHQGALQA.....EGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNF 217
NTDB id 1089 NMB RS00600 WP 002224767.1 GGKGIPVVSGMASGIDTAAHQGALQA.....EGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNF 217
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VKHQLAVTSGLAIGIDGFCHQRAANE.....NGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENF 210
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VQHDLIVTSGLALGIDGHAHDGALLA.....GGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENF 214
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AQSGLVVTSGLALGIDGYAHDGALQA.....QGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHF 212
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NTDB id 1314 DR RS00625 WP 010886768.1 PSRNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTEL....N 305
NTDB id 39713 TSC RS03130 WP 015716548.1 PRRNRIIAGLVRAVIVVEAPMESGALITARYALELGKEVLAVPGRPTDANSLGTNRLIQDGAYPVLSAEDVLSYL....G 266
NTDB id 1037 TT RS09535 WP 011174226.1 PRRNRLIAGLCRAVVVVEAPLDSGALITARHALELGKEVLAVPGRPMDERSLGANRLIQDGAYPVLSAEDVLSYL....G 266
NTDB id 1094 KZH42 RS01320 WP 002224767.1 PRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQ 297
NTDB id 1089 NMB RS00600 WP 002224767.1 PRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQ 297
NTDB id 1388 A4U84 RS04945 WP 062924099.1 PRRNRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI....A 286
NTDB id 1399 DSB67 RS15600 WP 010645755.1 PRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLD 294
NTDB id 1152 A1552VC RS00200 WP 000654772.1 PRRNRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALT 292
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NTDB id 1314 DR RS00625 WP 010886768.1 WGLAPAP.AVPDL.........................PPEQARVLRAL...QT..PATLDDLAATTGLSIPELQTALVM 354
NTDB id 39713 TSC RS03130 WP 015716548.1 FSGKPKK.AVE.L.........................SQEEEGLYALL...RQ.GEALPEDLAQALGVPAEKVLSLLTL 315
NTDB id 1037 TT RS09535 WP 011174226.1 MSARPKP.LPG.L.........................SPEEEALYALL...QEKKEALPEALAMALGIPPERVLSLLTL 316
NTDB id 1094 KZH42 RS01320 WP 002224767.1 NTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLE 377
NTDB id 1089 NMB RS00600 WP 002224767.1 NTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLE 377
NTDB id 1388 A4U84 RS04945 WP 062924099.1 WQRQ.SVHIQPSLFDT.......KPKQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLN 358
NTDB id 1399 DSB67 RS15600 WP 010645755.1 WSINQSL....DLFSA.......PID..............EEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLE 349
NTDB id 1152 A1552VC RS00200 WP 000654772.1 WSLSEQVPYQATLFSA.......VQS..............DEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLE 351
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NTDB id 1314 DR RS00625 WP 010886768.1 LQLQGLAYEV.GGRWSR... 370
NTDB id 39713 TSC RS03130 WP 015716548.1 LELKGLAQALPGGRYGAL.. 333
NTDB id 1037 TT RS09535 WP 011174226.1 LELKGLARALPGGRYGPG.. 334
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LELDGSVAAMPGGRYQRIRT 397
NTDB id 1089 NMB RS00600 WP 002224767.1 LELDGSVAAMPGGRYQRIRT 397
NTDB id 1388 A4U84 RS04945 WP 062924099.1 LELLGVVKQVRGGYVIT... 375
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LELSGHVVAVSGGYIRKGRG 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LELLGHVVAVPGGYIRKGRG 371
consensus !*! ! * ***!!** *

X non conserved

X similar

X ≥ 50% conserved


