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NTDB id 39709 TSC RS01000 WP 015716133.1 .....MWPFFALLLGLVVGSFLNVVIHRLPKGESIVFPPSRCPACGHRLALWDLVPVFSYLALRGRCRYCHSPISPRYPLVEALT 80
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLT 85
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NTDB id 39709 TSC RS01000 WP 015716133.1 GLLFAVAALFYPPSPQAFLTFA...LLALLVALSFIDLDTFELPDSLTYGLLFLGLLSAY....LL.....SFPRPFAEALDGAL 153
NTDB id 1305 DR RS10600 WP 010888696.1 GVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGAL 170
consensus !* *!! ! *!*!* ! ****! *!* ! !!!!! !!! !! * !!*! * ****! ***** *** ! !**!!!

logo

I
M
A
GAGVI

L
G
VL IVASGVYGGSLWFVLRRFREARQRWA

PEAVP I
VGPYHQQI

V
H
S
L
M
A
G
A
LLAFGALWLGPGWVWGLMAGLVAFLLSTAWALVNSGVARATGKKAPVRVI

LPDELR I
LTLGPGLFLLLVASLWAI L

NTDB id 39709 TSC RS01000 WP 015716133.1 IAAGVLGLVAGYGGLFLRRFREAR.AEVPVGPHQVHMAALFGALLGPGVGMALAFLTWALSGRTGKPVVLPDRITLPLLLLAWIL 237
NTDB id 1305 DR RS10600 WP 010888696.1 MGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLAL 255
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NTDB id 39709 TSC RS01000 WP 015716133.1 .APYLGADLLSTLKGSFLAAGGLALAGGLYWAFK.....PVNEVNKEGEETDPVAMGYGDVKLLGALGAWLGLYSL.LALFLGVF 315
NTDB id 1305 DR RS10600 WP 010888696.1 SSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIF 340
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NTDB id 39709 TSC RS01000 WP 015716133.1 AGALVGLA....FRQRKIPFGPYLALGGGVAFFFGETLWRAYLAWLGL 359
NTDB id 1305 DR RS10600 WP 010888696.1 AGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
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