
logo MKRASLSYDKR IYKSQEYLASTLGTI EQYRSLFGSYSLTVDEDTVFAMVASDNGELYLRACEQSAVQSYCVKHPPVWLTFYKMKCGRPSVI
TLN

NTDB id 396934 GH767 RS17670 WP 001202381.1 MRALSYDRIYKSQEYLASLGTIQYRSLFGSYSLTVEDTVFAMVANGELYLRACEQSVSYCVKHPPVWLTFMKCGRPVILN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !* !!! !!!!!!!!!!*!!!! !!!!!!!!!!!!*!!!!!!! !!!!!!!!!!! !!!!!!!!!!!* !!!!*! !!

logo YYRVDESLWRDNQLQKQLVRLSKFYSLDEAALMKEKHSSTRFNSTQREHRLKDLPNMS
TFHLEATI

LLGNESVGIKDEVRSAMLR I
VLGAKI

MCWLRLRQNQN
NTDB id 396934 GH767 RS17670 WP 001202381.1 YYRVDESLWRDQQQLVRLSKFSLEAAMKEKHSRFSQHRLKDLPNMTFHLETLLNESGIKDESMLRVLGAKICWLRLRQNN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!!!!!! ! !!!!!!*!!*!!*!!!**! * *!!!!!!!!*!!!! *! ! !!!! !!*!!!!*!!!!!!!*!

logo

P
SLLVTEVKI LFYAMLEGAI IVG I

VHEAALPTVANRRQELADEWAVDHSLTAPAKQAEFRPAELE
NTDB id 396934 GH767 RS17670 WP 001202381.1 PLLTVKILYALEGAIVGVHEAALPTNRRQELADWVHSLTAAQAR..... 204
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *!*! !!!* !!!!!*!*!!!!!! !!!!!!*! *!!!* ! *****

X non conserved

X similar

X ≥ 50% conserved


