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NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 396729 GH756 RS03305 WP 046811264.1 MMNRVVLVGRLTKDPDLRYTPAGVAVATFTLAVNRPFKNAQGEQEADFINCVVWRKPAENVANFLKKGSMAGVDGRVQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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VTEVLQVVADENTSFVRSQLFMLDESPKRPTNGHRTAEGTGKEAGQSGRADQSTSGDNGASQGNFYQNESGNNQSGNGGSQYFGGGQQNDQANSGNPYFGSTGNSPNNQKNQNTGQSNRSARYNPRQAADGTNNSFQTKNQADSDSP
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGS.......QQSGFTSPQQTGNAPAANNTQADP 153
NTDB id 396729 GH756 RS03305 WP 046811264.1 NYEDSDGKRVFITEVVAESVQFLEPRNHAEGATSN....NYQ..............NQANYSNNNKTSSYRADTSQKSDS 142
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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logo FASNDENGQKAP IDINSEDDDLPF
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
NTDB id 396729 GH756 RS03305 WP 046811264.1 FASEGKPIDINEDDLPF 159
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................. 113
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