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TVFLFMNSYYAVSTHSL IVDSGNEQTNQRNQI

RLQDKE INTATLDNEKQI EKE IKAKLKEQIREAG
NTDB id 396445 GH742 RS10595 WP 203454936.1 MTEINLLPWREIKREHEKKQFTTMLLAALIFAAGTVFLFNYYATSLVDGETQRNQRLQDEINTLNKQIEEIKKLKEIREA 80
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREG 80
consensus !!!!!!!!!!! !!!*!!! !!!!!! **! !!* !!! ! ! **!* !*!!! !! !! ! !! !!! !! !!!*
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NTDB id 396445 GH742 RS10595 WP 203454936.1 LISRMTIVQNLQATRTLTVHLFDELVKVVPDGVYLTQVQRSEDRITVLGYSESNTNVSMLMRNIERNPWIKDPVLTEIKK 160
NTDB id 1254 GCO85 RS04840 WP 011213354.1 LISRMSIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKK 160
consensus !!!!!*!!!!!! !!!! !!!!!!!*!* !*!!!*! *!! *! *!* !!!!!!! *!*!!!!!! !*!! !!!!!!!!

logo

N
T
A
V
E
V
NAAAADPNAQVDK

T
K
R
A
Q
N
S
N
P
K
NNEFKLSF IVLKPDKLYKQELQPTTTNAVKPKP

NTDB id 396445 GH742 RS10595 WP 203454936.1 TAVNAAAADPNAQVDTRANNKNEFKLSFILKPDLKQELQPTTTNAVKPKP 210
NTDB id 1254 GCO85 RS04840 WP 011213354.1 NVE............KKQSPNNEFKLSFVLKPKY................ 182
consensus ************ * * !!!!!!!*!!! ****************
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