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PVKYI FGTCMVAIWGILFGLLIAFSFIL IL ILVCIAGI
LGYFWLVVI IVRKPQNLFDEDQHILDEQAITALQELQAQQE

NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQE 80
NTDB id 396444 GH742 RS10590 WP 203454935.1 ........................MNNFNLNELTFDNVGQWPAPVKYFMAGLLALILIGIGYWVIVKPNFEQHDALLAQQ 56
NTDB id 1255 GCO85 RS04845 WP 011213355.1 ........................MDTVNLNELTLENVGQWPMPVKIGVILGISILIIGLGYWLIVKPNFEQLEIQEAQE 56
consensus * **!*!***!*!*!!**!!* * * * ******!!*****!****** !!*

logo

A
I
K

A
N
TLLKNTEFREEKQKQHQSKQLAARVNLQQAYQRHNVQLEQEILMRNAESRFNGNQTQMLTKQLPKAEKQSNE I

MPGLVLEEDINSMKTGVIANSSGLTKFKENL IFRALPEQNPEVKVQHEDFFYI
VEQLP

NTDB id 1012 ACIAD RS15185 WP 004923719.1 KNLLNEFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQP 160
NTDB id 396444 GH742 RS10590 WP 203454935.1 ATLKTEFEQKQQQAVNLQAYRVQLQIMNERFGNMLKQLPAQNEMPGLLEDISKTGISSGLTFELFAPQPEVVHDFYVELP 136
NTDB id 1255 GCO85 RS04845 WP 011213355.1 IALKTEFEKKQHQAANLQAYRNQLQLMNERFGTMLKQLPAKNEMPGLLEEISKTGIASGLKFELFAPQPEVVHDFYVELP 136
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logo IKNS I ETAIVTVGDNSYMHAQFLGAALRFVLSGRVIAAELMNPSR IVTLHEDFESVVIAEAGNKLVQSDSGKDENGKQTQPGAKAKTVTVDNS IPQPDLEVLDEVYMKAVIKTAKTIYRYI
R
A
G
T

L
Q
V

DEQGNASAVQA
NTDB id 1012 ACIAD RS15185 WP 004923719.1 ISIEATGDYHAFGAFVSGIAALPRIVTLHDFVIEAKQSKEKT........DIPEVDYAVKAKTYRYIGVDEQGNASAVQA 232
NTDB id 396444 GH742 RS10590 WP 203454935.1 INITVVGNYHQLALFLSRIAEMSRIVTLHDFEIANLSDKNKQQPGAKAVTNPDLLEMKITAKIYRYRTL........... 205
NTDB id 1255 GCO85 RS04845 WP 011213355.1 IKITIVGSYMQLARFLSRVAEMNRIVTLHEFSVEGVSSGDG......KTVSQDELVMAITAKIYRYRAQ........... 199
consensus ! !***! !**** !*!**!** !!!!!!*! ********* ********!!*!!!***
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NTSTTTPAQGGTP
NTDB id 1012 ACIAD RS15185 WP 004923719.1 NTSTTTPAQGGTP 245
NTDB id 396444 GH742 RS10590 WP 203454935.1 ............. 205
NTDB id 1255 GCO85 RS04845 WP 011213355.1 ............. 199
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