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NTDB id 396443 GH742 RS10585 WP 203454934.1 ...................MTVKRSVLHNAVLLSLAALLAGCTSSADSELTRYINEVKSRPGRPIEPIPQVAPLPKFTYP 61
NTDB id 1256 GCO85 RS04850 WP 011213356.1 MIIKNNQTLILGFFGNSLCTFLTSENFRKSLLTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFP 80
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NTDB id 396443 GH742 RS10585 WP 203454934.1 EVDGRRSPFKPKEIKTANEDKLAPNTNRPKQPLEQYPLDSLKFVGVLKENATVWGLISKPDGEIVRVKPGDYMGQNFGKV 141
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ENDDRRNPFKPIDQKKR.NDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIRQPDGQISRVRVGDYMGQNYGRI 159
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NTDB id 396443 GH742 RS10585 WP 203454934.1 ISISNELLKLEETTQIAGKWKKQITTINLNAPQ.. 174
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ILIKNDLIKLEETVQKSGTWEKQSTTINLDTGKQE 194
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