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VNP
NTDB id 396432 GH742 RS04865 WP 203456341.1 .MKELGIKYQLRLTTLIPVLLVALLFAVFFNGEFNKDLNQHMSRLGEAYIRQLLPAAQLAMMRNDRRVLQALVDASTVNP 79
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus **! *!!!!!!!*!!!!! !!!!!!! !*!! ! !!! !!!!!!!!!!!!!!!!!!! !!*!!! ! !!*!* !!!*!!
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NTDB id 396432 GH742 RS04865 WP 203456341.1 EIIALAFYSADGQLIAYRGGKHLIKKPFKPLQYTGDYIESKQIEPYEINFLAPITIPKHNLYSASVFQSALERANLEPDD 159
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !* !!!!! !!! !!!!!!!!! !*!!! !* !!!!!!!!!!! !* !!!*!!!!!!!*!!!! * ! * *!!

logo I LGWLS IDIDTQSLSLVIKQRYQML
YIVTI F I ITLFLGLLLMGSLSTIHYFLSKR IYLMP I

LARLRRSMKQI LSNEFETEHIRSVSTSPGELGI
NTDB id 396432 GH742 RS04865 WP 203456341.1 ILGWLSIDIDTQSSVIKQYQMYIVTIFIILLGLLLSLSIHYFLSKRIYLPLARLRRSMKQILSNEFETHISVTSPGELGI 239
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!!!!!!!! *!! !!! !!!!!! ! !!!* !*!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!*! !*!!!!!!!

logo I EKRGCAHLQQRQYLNTVRDLNHHI E I
VATAEDLQQSLELLEEKNI ELSLEKKKTEEKSRQKSEF IANMSHE IRTPMNGVIGFT

NTDB id 396432 GH742 RS04865 WP 203456341.1 IERGCAHLQQQYLNTVRDLNHHIEVATEDLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 319
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus !!*!!!!!! !!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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VDEVLSTLAASPNAHKKGIDL IP I

STDE
NTDB id 396432 GH742 RS04865 WP 203456341.1 NVLLESKLDPLQLDYVKTIKSSAQDLLTIINDILDYSKMDAGKLSLDCIPLDLRACVDEVLTLAAPNAHKKGIDLIPSTE 399
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!*!!!!! !!!!!!!*!*!*!!!!*!! !!!!!!!!!!!! !*
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NTDB id 396432 GH742 RS04865 WP 203456341.1 VNVPKTVLGDPIRIKQILTNLVTNAVKFTDRGYVLVKTCIEQETEKDYLFCLSVIDTGMGISSDDQTKLFNAFNQADTTI 479
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus *!!!! !!!!!*!!!!!**!!!!!!!!!!!*!!!!**!*!!!!!*!!! * * !!!*!!!**!!!!!! !!!!!!!*!
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NTDB id 396432 GH742 RS04865 WP 203456341.1 TRRFGGSGLGLVICKKLAEEMKGRITLTSELHKGSTFAVRIRLEKLTAYESEKHQAHRFENIKAICYDDNPLHLEAMCNG 559
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!*!!!!!!!!!!!!!*!!!*!!!*!!!!**!!!!! !!**!!! !!! !!*! !!! **! !!*!!!!!!!!!**!!
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NTDB id 396432 GH742 RS04865 WP 203456341.1 LVYCGIQCVPVASLSDLDKALATRDDCALAFVNVDEDSEEKIAGILRKYSK.ASILISKSIIHEPQRLGARGFLFRPISI 638
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus ! **!! ***! ! ! * ! * !! *!!*!! *! ! ** !* ** *!!!! *!*** !!!!!!!**!!!!
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E
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NTDB id 396432 GH742 RS04865 WP 203456341.1 QKLHDTIETLINPSQPAPAAVNHELENLRGQLRLSHPDILIAEDNPVNRMLLHSFLNELANVETVNDGEEAVLASCEKHY 718
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQT.EKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKF 719
consensus !!!*! !!** !* !*** !*!!* !! !!! !!*!!!!!!!!!!*!!!*! !! !!* !! !!! !! !***!**
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NTDB id 396432 GH742 RS04865 WP 203456341.1 QIILLDWQMPKLGGLDAAKRIRQQSSLNIATPIVVISADESTMSEEKLKKAGIDLYLQKPIEEKELLSALLSILRRSKPT 798
NTDB id 1263 GCO85 RS09730 WP 080450539.1 DMILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHA 799
consensus *!!!! *!!!! !!*!!! !!! ! *! **!!!*!*! ! *! *!! !*! * !!!!*!! !! *! !* **!

logo AIDWAQLCVQKVSGNQALAEKEFLAGKRF IVEELRYEKNREKEF I EQLMYHDQKNVKGLADTALAHKLHGACCFCGVP I
NLQKTQRVATQRLEKTHLALRKR

NTDB id 396432 GH742 RS04865 WP 203456341.1 AIDWALCVQKVSGNQALAKEFLGRFVEELRENRKEFIQLYHDKNVKGLATAAHKLHGACCFCGVPNLQTQVTRLETHALK 878
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AIDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARR 879
consensus !!!! !!!!!!!!!!!!! !!!**!*!!! !! !!! ! ! !!!!!!! !!!!!!!!!!!!!! !! ! !! *! *
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NTDB id 396432 GH742 RS04865 WP 203456341.1 AKHVNELETVFAQLIQSIDEVLDEFENIYQISSSNFGE 916
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TANADNLAEAFTDLIQSIDAVISEYENQYSQ....... 910
consensus * ! ! !!!!!! !* !*!! ! *******
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