
logo MIKVL IVDDHALVRMGIRRLLDEDLMPSDMVEDVVAEDAENSGEQALTALYVKTCHKSPDVVLLDMKMPGIDGWEVTRRLKKSTNPQNIKI
V IA

NTDB id 396427 GH742 RS04530 WP 058525608.1 MIKVLIVDDHALVRMGIRRLLDDLPDMEVVAEAENGEQALTLVKTCKPDVVLLDMKMPGIDGWEVTRRLKKSNPQIKIIA 80
NTDB id 1278 LPP RS13600 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
NTDB id 1262 GCO85 RS13310 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
consensus !!!!!!!!!!!!!!!!!!!!!*!**!**!!!*!!*!!!!!**!!!**!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!*!!

logo VTAMICASEDPLPTR I
VLQLGAMGYLTKESGAQEEMAAAIRKVAKGEKYLSAE IAQKMAINSLEQAEVPEQEDSPFDRLLSEREMQVMF

LMI
NTDB id 396427 GH742 RS04530 WP 058525608.1 VTAMCAEPLPTRILQLGAMGYLTKESGAQEMAAAIRKVAKGEKYLSAEIAQKMAINSLEAVEESPFDRLSEREMQVMFMI 160
NTDB id 1278 LPP RS13600 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
NTDB id 1262 GCO85 RS13310 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
consensus !!!*!**!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*****!!!!*!!!!!!!!!*!!

logo TSGMTNVQDIADRLFLSSKTINGYRYRMFDEKLGIKNDVELTFYLAMKHRI I EKHPTNDALLSHQDD
NTDB id 396427 GH742 RS04530 WP 058525608.1 TSGMTVQDIADRLFLSSKTINGYRYRMFDKLGIKNDVELTFLAMKHRIIEKPTDALHDD 219
NTDB id 1278 LPP RS13600 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
NTDB id 1262 GCO85 RS13310 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!*!*!***!!
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