
logo ML
YQKFIKLS ITQNQLWRLPS IVCTVLVCCNQFNHKYGSLQLYAVCSFNCEMEQFLLMTKPQLGPSACCRQYCRAHYPLVSEDSDATFYPLVCGHQCVKRKRPDSFDASVAFYTIAYHRF

NTDB id 396426 GH742 RS04510 WP 239005279.1 MYQKIKSITQQWRLPSVCVVCCQNHYGLYAVCSFCEQLLTPLGPACRYCRHPLVESAFPVCGHCVKKRPDFDAVFTAYHF 80
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 80
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 42
consensus * ** ***** ****** ** * * **** * ***!!**!*!!**!!******!!!*!!*!!!*!!****!!*!

logo

N
E
S
E
L
PLRSLLIHDQYFKYRHHNAGLHYLRASFLVKKQLMLKLANALPEKSHAYLRKSPDCLTIPVPLMHAPQKRLRKQRRGFNQTAAEVLATKRRLLASREQLLNIPCYADLTYHYCHQ

NTDB id 396426 GH742 RS04510 WP 239005279.1 NSLLRSLLHDYKYRHALHLRSFLVKLMKAALPE.HYRSDCLTPVPLHAQRLRQRGFNQTAELAKRLASELLIPCALTHCH 159
NTDB id 1270 LPP RS11540 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 160
NTDB id 1247 GCO85 RS11680 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 122
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logo KRI INTPATSQAGNLSDGREQRRKNLKRQHSAFSYVKPPMVPTYAEHVTML
IVDDLLTTGSTVASNELIARHGTLKQNHAGVQKRVDVI LCCCARAVTKN

NTDB id 396426 GH742 RS04510 WP 239005279.1 KRINTPTQAGLSGRQRRKNLKQSFSVKPMPYAHVTLVDDLLTTGSTVSELARGLKQHGVQRVDVLCCARA.... 229
NTDB id 1270 LPP RS11540 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
consensus !*!!!**!!*!*!*!!!!!!***!*!*!**!*!!**!!!!!!!!!!**!*!**!!**!!*!!!**!!!!!****
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