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NTDB id 396423 GH742 RS02745 WP 203456050.1 MIKWFKRNQNGTTPTSAADEA............................................RGEDLTVENLPADTG 36
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 396423 GH742 RS02745 WP 203456050.1 H..................SL.....PADNEAQSKPGFYARLKQSMSKTRHQLGEGIGRLLLGRKELDASLMEDIETLLL 93
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGV.FGGGQIGEDLYEELETVLI 159
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NTDB id 396423 GH742 RS02745 WP 203456050.1 SADLGIETSQAVLQQVSESLARKQLADGEAVYGLLKERLTALLAAKSQPLIPQTNEGTPFVILTVGVNGAGKTTTIGKLA 173
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLP.ETKEPFVIMLAGINGAGKTTSIGKLA 238
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NTDB id 396423 GH742 RS02745 WP 203456050.1 RQFQQQGKKVMLAAGDTFRAAAVEQLQVWGERNQIPVIAQHTGADSASVIYDALQAAKARGIDILIADTAGRLHTQGNLM 253
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLM 317
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NTDB id 396423 GH742 RS02745 WP 203456050.1 EELKKVKRVLQKLEPQAPHETMLVLDASIGQNALNQAREFHQAVGLTGITMTKLDGTAKGGILFAIANELGIPFRYLGIG 333
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
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NTDB id 396423 GH742 RS02745 WP 203456050.1 EGIDDLRPFDAEQFVRAIFNDD 355
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD.. 417
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