
logo MRKRQALHPLRTAVINKASQKNHQSKRARHSDEALLNWLAAKKNFPEAFDNSLQR IQRPLKI
TGIMDSDI LAQFHAEEKAAEEQAVGLVSKSKLREAVVI
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NTDB id 396421 GH742 RS00855 WP 203455739.1 MRRQALHPLTAVINKSQKNHSKRARHEALNWLAKKFPEAFDNSQRIQPLKTGIMDDILAFAEEAAEAGLSKSKLREAVVI 80
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVL 80
consensus !!*!!!!! !!!!!! !!!*!!!!!**!! !!! !!!!!!!! !! !!! !!! !!! *!! ! !*!!!!!!!!!!*

logo FTRRLDYLACLKAREMVRI
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VEKGSLVKNARKNQTAVENAKAANPAHSTPYVKNNQPSTVSSVKPMNS
NTDB id 396421 GH742 RS00855 WP 203455739.1 FTRRLDYLACLKAREMRVDLQGNPVSVVTEDEAERAAAKIKRRIEKGLKNARNTAEAKAAPATPVK.............. 146
NTDB id 1286 LPP RS00740 WP 011212783.1 FTRRLDYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNS 160
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NTDB id 396421 GH742 RS00855 WP 203455739.1 ....SDTQSPLYPQNASDYASQYAERLSAYSASGPEAVMQTKRSAAVIVKHRNVKKTYDPEAVARLKEKLGLSRREEEKE 222
NTDB id 1286 LPP RS00740 WP 011212783.1 FDSHPEPLLPIYPLRSSTYASQN.............VAMQSAKSPSVVVKH.KAPKQYDPDAVARLKEKLGLSRKAEDKK 226
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NTDB id 396421 GH742 RS00855 WP 203455739.1 ASN. 225
NTDB id 1286 LPP RS00740 WP 011212783.1 ETTE 230
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