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NTDB id 396419 LG045 RS07665 WP 056937728.1 MSVREKSTEKFSLAGIARYFKPYTVMLIIAALLSIVGSILNLIGPRLISQITNYISAGLHGTIKISTIGHLGMILAIMYA 80
NTDB id 370 SMU RS04260 WP 002263294.1 ....MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYF 76
consensus **** ! ! *!*! !*! * *! * *!! ! * *!!! * *! ** !!*! ! * !!**** !!**!

logo

A
LGAFLVFVNSYTVAQGSFYI

M
M
V
A
STI

L
A
IQKRFVSQNRLMRI

N
A
DIASDRKINKRLVPLKRYFDQSHNSQTGDI

TLSRVTNDVDLTMVGTQSFMNQSLSVSTMVI
V
A
S
A
S
I
L
I
T
L
M
F
L
F
IGS

NTDB id 396419 LG045 RS07665 WP 056937728.1 LGFVFNYVQGYMMATIAQRVSQNMRIDISRKINRLPLRYFDQNSTGDILSRVTNDVDTVGQSMNQSLSTVISSLTMFFGS 160
NTDB id 370 SMU RS04260 WP 002263294.1 AGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGS 156
consensus ! * ! *** !* !* !! *! ! !!!**!!*!!! *! !! !!!!!!!!! * !! !!!! *** * * !!
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NTDB id 396419 LG045 RS07665 WP 056937728.1 AIMMFATNWLMAIAGIVTALLGFAIMMFVIARSQKYFKQQQDLLGEVNDQVDETFSGHLVVKAYNGEQYEKARFANKNQR 240
NTDB id 370 SMU RS04260 WP 002263294.1 IFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQ 236
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NTDB id 396419 LG045 RS07665 WP 056937728.1 LYQAAWKSQFLSGMMMPMMIFVGNLAYVVVCIVGAVLAVQGSISFGTIVAFMLYIRLFTQPLQNLSQAVSSVQSMAAASQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 LFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMG 316
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NTDB id 396419 LG045 RS07665 WP 056937728.1 RVLEFMQQPELADESDKVASIDPVEGQVDFDHVSFGYDPDQVIIKDFNEAVQPGQKVAIVGPTGAGKTTIVNLLMRFYET 400
NTDB id 370 SMU RS04260 WP 002263294.1 RVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEV 396
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NTDB id 396419 LG045 RS07665 WP 056937728.1 NQGQIRIDGHNTADLKRALVHDQFAMVLQDTWLFEGALRDNLVYNREHISDQQLDTVMEAVGLTDLVEQLPKGYDTVLLD 480
NTDB id 370 SMU RS04260 WP 002263294.1 DRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDD 476
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NTDB id 396419 LG045 RS07665 WP 056937728.1 DEMLSAGQKQLITIARAMLKDAPLLILDEATSSVDTRTELKVQRAMDKLMTDKTSFVIAHRLSTIRDADLILVMNHGDVI 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNII 556
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logo EQSGSTHDEEQLLMAEQNQGFYADLYNSQFETAEEGVA
NTDB id 396419 LG045 RS07665 WP 056937728.1 ESGTHEELLAQQGFYADLYNSQFEAG.. 586
NTDB id 370 SMU RS04260 WP 002263294.1 EQGSHDQLMAENGFYADLYNSQFTEEVA 584
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