
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTADYPQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTEYYLNNHGEIKWPEKDNNDTESAGVASAPSPDSTDKTI
NTDB id 396183 GHB96 RS10530 WP 215772521.1 ...........................MPTDPDSRL.RGNDEAILLAEGQKSAVTEYYLNNGEWPKNNDEAGVASS.DKI 51
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
consensus ****************************!***!********!!!!!!!!!!!!!!!!!!!*! !!**!**!!!!! * !

logo KGKYVEKQEKSVTEVAKTKNGVVTAKQTMAKLPSTSGVNNKE IKQDGKRKLSLWGARKRQENDGSVKWFCGQPVTRAGTADGGDDNAGKATDVDATVDTVKAKDADGNTKNEAI EDTKHLPS
NTDB id 396183 GHB96 RS10530 WP 215772521.1 KGKYVESVTVTNGVVTAKMKPSGVNKEIQGKRLSLWAKREDGSVKWFCGQPVTRGAGNAGKADDVTKDDTNAIETKHLPS 131
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDN....DDTVADANNAIDTKHLPS 155
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDD....TVADAKDGKEIDTKHLPS 156
consensus !!!!! !*! *!!!!! ! **!!!*!!**!*!!!!**!**!!!!!!!!!!!!!**** ** *** **!*!!!!!!

logo TCRDEKNAFSDSDAASTK
NTDB id 396183 GHB96 RS10530 WP 215772521.1 TCRDNFDAS. 140
NTDB id 1109 OK783 RS10670 WP 157147416.1 TCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 TCRDKASDAK 166
consensus !!!! ***
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