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NTDB id 396111 GFU70 RS24440 WP 153388919.1 MIAEASSPREKQAQRLLRLYHLYRLSIGITLVLLISSKLDNRLLEFANDDLLRSGSWLYLVLNILLVVFLENTRRPARLF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
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NTDB id 396111 GFU70 RS24440 WP 153388919.1 GLALTDVLLLSWLFFAAGGVPSAIGNLLIVSVAIGNTLLRSRVGLLIAAVATIGIVGSTFFLGLSDSNRPSSYLQAGTLG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
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NTDB id 396111 GFU70 RS24440 WP 153388919.1 ALCFAAALLVQGLTRRLEASETLAERRASEVIGLEALNALILQRMRTGILVLDRERRVQLANESALNLLGMHDLVGQRID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!**!*! !! ! *!!!!! !! ! !! !!!!!!!!!!!!!!!*! * !!! !! !! *!* ! *

logo

D
R
H
Y
C
S
P
T
A
MLMVEHCRLMKQLQWLRLNNPSLRPPSTLKTVTVGPDTGLPTLVQPSF IASLGNHREYDDQQHQFVL IVFLEDI

L
A
SQI

VAQQAQQLMKLAGSLGRLTAGIAHE
NTDB id 396111 GFU70 RS24440 WP 153388919.1 DYCTALVERLQLWLNNPSLRPPSLTVTGTGLTLQPSFIALGHYDQQQFLVFLEDLAQVAQQAQQLKLASLGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *** !**** ! !!!!!!!*! ! * !*!*!!!!! ! * ! !* !*!!!!* !*!!!!!!*!!! !!!!!!!!!!!

logo I RNPLGAI SHAAQLLQRESEELDNANAPDRRLTQI IQDHQSKQRMNLRVI ENVLQLSRRQRQATETPQQRLDLKRAEWLEQQRFVDREQAYPREGRSLMARENDH
NTDB id 396111 GFU70 RS24440 WP 153388919.1 IRNPLGAISHAAQLLRESEELNNADRRLTQIIQDHSQRMNRVIENVLQLSRRQQTTPQRLDLRAWLEQFVRQARESMAEH 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
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NTDB id 396111 GFU70 RS24440 WP 153388919.1 QHLHLSIDPGQYTTLMDPDQLTQVLDNLLRNAWRHSAMAHEQAEAWLKLFIDPHSQLSTLDIIDNGPGVTPERQAHLFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
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NTDB id 396111 GFU70 RS24440 WP 153388919.1 FFTTSSQGTGLGLYLSRELCESNQARLDFKPR.QGGGCFRITFAHGRKQI 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
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