
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFSKYKRKSNQKFKQKRLQHNTLMAVAFLAVLS I ITPFLTI IT
NTDB id 396085 GFB47 RS09300 WP 153447734.1 ................................................MFKSKKSNKFQKLQHTLMVAFLVLSITPFTII 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* * *!! *!!*!!! !!! !!! ! !!

logo ALVFFLHSHSTKQDLEQEQQSTSYLLVSVRDNTKKQQQVI
N
D
SYLMKMAKESEVMGFVVRSELAYASSGGRFYGL IVNAGFQTMRLDGDVNS I EAQAREKHNAQ

NTDB id 396085 GFB47 RS09300 WP 153447734.1 AVFFLHSHTQDLQEQSTSYLLSVRDTKKQQVNSYLKAKESEVMGVVRSELAYSSGGRFYGLINGFTMLGDNIEQARKNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!!!!* !! !!!!!!*!!!! ! !!! !* !!!!!!!! !!!!!!! !!!!!!!!*!*! ! !! !! *!!

logo QRYI LTGSGDNKQIKTASVLPEQSPSNSFYI
VGSERYRLLHKRYHWAFYLVELLKRSDFDSDI LLVDI

R
D
NGNVAVYS IVKYKDYADDNFYGTNLLSTGKPYQ

NTDB id 396085 GFB47 RS09300 WP 153447734.1 QRYILGSGNKIKTAVLPESPNFIGSERYRLLHKRYHWAFVELLKRSDFSDILLVDRNGNVAYSVKKDADYGTNLLSGPYQ 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!! !!! !!! !* **!!!!!!!!!!!!!!!**!!!!!!!! !!!!!! !!! !!* ! *!!!!!*!*!!
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D
KTNPLGHQTFAKKRLERNQTVKNAEQSRKNTNEDFYTPVI

V
F
I SDFNVKQDEDKGSKQTYALWLGAP I IQQGYLHSYAMFKRLPNSNTAI

L
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T
K
N
L
MIANAEGHSKSKNEPSLM

NTDB id 396085 GFB47 RS09300 WP 153447734.1 KTPLGQTFAKLRNTVKASRKNNEDYTPVIFSDFNKDKSKQTLWLGAPIIQQGYLHSYAMFKLPNTALSNMINAHSKKESL 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!*!! *! *!! !! !!!*!!!* !!! * !! !!!!!!!!!!!!!!!!!!*!! !** *! *! *!*
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VDKLALASGHKRSAVEGSTFYTDNTDNGEKQI
L
I
LAAYATP IHNI

LKDNI
K
H
TWALVVEQLPEKEQAFYARVHRQ

NTDB id 396085 GFB47 RS09300 WP 153447734.1 TKLLVGQHKHSKVLDLSQKSIDASSLVIDKALAGHSAVESFTDTNGEKLLAAYTPIHIKDKTWALVVQLPEKQAYARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus *!!!!***!* ! ** ! !*! !! !* !! **! ! !! **!!! !!**! *!!!!! !!!! !*!!!*!

logo LEKKNI
LFAVFIAVML

V
I
T
A
GI IVLVVI

V
A
CSHYLSNF ITASPLLKLATWAAERVSAGDLDEQAELMEINVLTEKRKDE IGRLASVSFEIRMQRS IREKI LSL I

NTDB id 396085 GFB47 RS09300 WP 153447734.1 LKNIFAIVMVIGIILVVVCSHYLSNFITAPLLKLAWAAERVSAGDLDQELEVLKRKDEIGRLSVSFIRMQRSIREKILLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus ! *! !* *!*!!!**!!!!!!!!! !!!!! !!!!!!!!!!!! * !!!!!!!! !!! !!!!!!!!!! !!
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L
P
SAANHQKRHYQLDI I INSSGQRLAT

NTDB id 396085 GFB47 RS09300 WP 153447734.1 GDQNKILENNIQTIKQKNDDLELANKLKDEFLATTSHELRTPLHGMVGIAESLISGANGPLPANQRHQLDIIINSGQRLT 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!! !! !* !* !!*! !!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!**! ***!!!!!! !!!!!



logo TLVDDLLDYHKMRYGANLDIQRTCTATVDLVASSATRLVLELSHQHLLGKSKPTI
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NTDB id 396085 GFB47 RS09300 WP 153447734.1 TLVDDLLDYHKMRYGNLDIQTTTVDVASATRLVLELSQHLLGSKPIRIINQIPLELPLIAADAQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!! * !!* !!!!!!!!!!*!!!! !**!!!!!** ** * !!*!!!!!!!!!!!!!!!!!

logo TSEGKI IV I SATVYI
LDDNKNI

VRMVQVVDTGQGIPADEQLDEHI FEPL IQAGHQDASSRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPLMV
NTDB id 396085 GFB47 RS09300 WP 153447734.1 TSEGKIIISATVLDNNIRMQVVDTGQGIPADQLDHIFEPLIQAGQDSSRYRQGAGLGLSISRQLIELMGGSLYVSSQPLV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!*!!!! *! *!*!!!!!!!!!!!*!!*!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!*!

logo GTTFSFSTLP I
LASEEQEQIAEQAHKRLYQTAEPLNEPHFQAPESVLNADPSLETDLLPDEQSSNSLPEVNESDHGPLLLVVADDEPVNLR I

VLDSFLRLEGYRVHKT
NTDB id 396085 GFB47 RS09300 WP 153447734.1 GTTFSFSLPIASEQQIAEHKYQAPNEHFQAPESNAPLTDLDSSSLPVNSDGPLLVVADDEPVNLRILDSFLRLEGYRVKT 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTE.LPHFQAPEVLDS.ELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHT 798
consensus !!!!!!*!!*!!! !! ** * *!!!!!! ** ** ! !! ! *!!!!*!!!!!!!!!!*!!!!!!!!!!!!*!

logo AAQDGHLQSAVLEQAL I EKKREKPELAVLLDI
VMMPGMSGYEQAVCEEKI

LRQQTYDHAGELP I
V I LMLTALNSQSDKDRVRGFEAGANDYLSTKPFNKQE

NTDB id 396085 GFB47 RS09300 WP 153447734.1 AADGLSALQLIEKEKPELALLDVMMPGMSGYEACEEIRQQYDHGELPVILLTALSQSKDRVRGFEAGANDYLTKPFNKQE 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AQDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQE 878
consensus ! !!* ! ! *!!!!! !!!*!!!!!!!! !! *!! !!!*!!!*!*!!!! !! !!!!!!!!!!!!!!*!!!!!!!

logo LAAR IKVAHLTASKAELQRR I ENASKQLQKQELKRHIRAEMQVEASLLETQGRLLEQLESAPEAI LVCVKREDGGNKR I
VRFANDEASAAKRLFKRRSTP

NTDB id 396085 GFB47 RS09300 WP 153447734.1 LAARIKAHLTASKAEQRRIENSKLQQELRIREQVEASLLETQGRLLEQLESAPEAIVCVREDGRIRFANDSAAKLFKRSP 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LAARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTP 958
consensus !!!!! !!!!!!!!! !!!!! !! !!**! !!!!!!!!!!!!!!!!!!!!!!!*!!*! **!!!!* !!*!!*!*!

logo EQLKRSNTADEE I
L IAPKFYLNI
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VGGGSVNAAQRIDHNLETAI
VEALS

NTDB id 396085 GFB47 RS09300 WP 153447734.1 EQLKRSTADEIIAPKYLNLTQEHFCGDADIFIEDKRVHIQSDVLTLPQASGLQSMYIFNIGGGVNAQRIDNLETAIEALS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 EQLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALS 1038
consensus !!!!!! !*!*!!!!*!!* !!!*!! !****! ! !* !!! !!!*!!!! !!!!!*!! !!! !!*!!!!!*!!!!

logo SYAFEGDKDNKLQKQLKELGGEFTRLADKAVSGHEKSYEQDSKQDQI
LMRADI

VLVDEATMTSTALDNYWERSAVSTGQSTKFYTFLAEEQSGLWRVYLDRST
NTDB id 396085 GFB47 RS09300 WP 153447734.1 SYAFEGDKNKLQQLKELGGEFTRLADKVSHKSEDKQQIMRDILVDTMTTALDYWESATGQTKYTLAEESGLWRVYLDRST 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 SYAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRST 1118
consensus !!!!!!!! !!! !!!!!!!!!!!!!! !* !! *!! *!!* !!*!! !!! *!!*!*! !! !!!!!!!!!!!!



logo LQTRTLDKYLR I ETLPKTPRWRTVLNSTI
LDYI LEHCSKNAEANGTPEQRQTHI

L
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E
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C
QRDEKLQKLLLTVSE

NTDB id 396085 GFB47 RS09300 WP 153447734.1 LQTRTLDKYLRIETLPKTPRWRTVLNTIDYILEHSNANTPQRQHLIECREKLQLLLVS. 1130
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LQTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!* ! ! !* *!*!!! !! !*

X non conserved

X similar

X ≥ 50% conserved


