
logo MS IVSNATAVTVKTVENDEFIDFNERDEAKFLEVLETDAELTSDEVEKALVAEAVEKGTARKSEDEKVKREGEFYDEAVSAKNSLDATQLMYLGSE IGFSPLLTAEEEVLY
NTDB id 396083 GFB47 RS08490 WP 153447592.1 MSISNAAVKTNDIDNR..KF...........DVKAVEAKTRKEEKKGEYEVSAKNLDATQLYLGEIGFSPLLTAEEEVLY 67
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!! ! * ! ** ***********! ! !* * !** !!! !!!!!*!! !!!!!!!!!!!!!!!!

logo ARRALRGDAEAARKRMIESNLRLVVKI SRRYNSNSRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 396083 GFB47 RS08490 WP 153447592.1 ARRALRGDAAARKRMIESNLRLVVKISRRYNSRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 147
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELASQKRLDHEPTAPEE IAELETLDKRPVDGDVSTKMLRLNER I SSVDTP IGGDGDEKALLDI ILP
NTDB id 396083 GFB47 RS08490 WP 153447592.1 NQTRTIRLPIHVVKELNIYLRTARELAQKLDHEPTAEEIAETLDKPVGDVSKMLRLNERISSVDTPIGGDGEKALLDIIP 227
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!*!!!! !!*!! !!*!!!!!!!!!!!!!!!!!!!!*!!!!!!*!

logo DI
SHNASDPEFVSTQDDDIRENSL ILNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LMVK

NTDB id 396083 GFB47 RS08490 WP 153447592.1 DIHNSDPEVSTQDDDIRNSLINWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILMK 307
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus ! !! !!! !!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo QGLNMEASLFNVENYDN
NTDB id 396083 GFB47 RS08490 WP 153447592.1 QGLNMESLFNVEND. 321
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!! !!!!! !*
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