
logo MQNQENEHQPTFFFFDYETWGVNSPAKDRPSQFAGVRTDAMDFNI IGEPLVIYCKQLPPANDYLPANPEAAL IVTGIKTPQKLATNVQSKQGLAPEP
NTDB id 396074 GFB47 RS06180 WP 153447187.1 MQNNEQPTFFFFDYETWGVSPAKDRPSQFAGVRTDADFNIIGEPLVIYCKPPADYLPNPEAALVTGIKPQLTVQKGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!* *!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!! *! !!!! !!!!!*!!! !! !!*!!

logo EF IARLR IHAEEQFLASQTPNTI
T
N
SLGYNNS IVRFDDEVTRYTCLYRNF IYDPYAWSWQHNGNSRWDLLDVLMRATCHYALRPDEGI ENWPENDDGFLPT

NTDB id 396074 GFB47 RS06180 WP 153447187.1 EFIRLIHEQFAQPNTTSLGYNNVRFDDEVTRYTLYRNFYDPYAWSWQNGNSRWDLLDVMRTCYALRPDGINWPENDDGLP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !! !!! !!!! *!!!!!!!!!!*!!!! !!!!!!!!*!!!!!!!!!!*! !*!!!!*!! !!!!!!! *

logo SFKLDEHRLSVANGI EHSNAHDAMADVIATI ELAKKLVKAAQPKLFDNYFLFLNTMRHKNRKLKTAELQIDIVNMQTPLMHVSGMF
LGRVEQRHSNY

NTDB id 396074 GFB47 RS06180 WP 153447187.1 SFKLDRLSVANGIEHSNAHDAMADVIATIELAKKLKAAQPKLFNYLLNMRHKNKLKAQIDIVNMTPLMHVSGMFGVQRSN 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! ! !!!! !! !!!!! !!!!!!!!! ! !*

logo TSWIVP I
MAWHPTNAQNAVIVVDLAGKDPQSPLLELDAEQTLQAKRLYTKRRYDEDLAPDELPVP I

VKLVHLNKCP I LAPAKTLTAENAAQ
NTDB id 396074 GFB47 RS06180 WP 153447187.1 TSWIVPMAWHPTNANAVIVVDLAKDPSPLLELDAEQLQKRLYTKRDDLAPDELPVPIKLVHLNKCPILAPAKTLTAENAA 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!! !!!!!!!!*!!! !!!!!!!! !! !!!!* *!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo

K
NIG IDRAEQCLAHNLANI

V
I
L
K
R
A
Q
H
NPE IREKL IVGTLVFYS IQEREFYNPQDEDSDNVDSTQLYASGFFSPADKRASATMDE I IRETTAKPENLAGGSLAE I

L
R
SVAKDKS

NTDB id 396074 GFB47 RS06180 WP 153447187.1 NIGIDRAQCLANLAILKANPEIREKLIGLYSIEREYPQDDNVDTQLYSGFFSPADKSTMDIIRETKPENLAGLELSVKDS 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!!!*! *** *!!!!!!!* **! !!!**!* !!*!!! !!!!!!!* !*!!! ! !!!!* ! * ! !

logo R IAEPLLFRYRARHNYPAHTLNTDEQTEQDRQRWARAHCRDEYFEARNLEDGYLMLNLENLAVHEHEQASDPSAKKMADI
VLKASVYHQYVEKS ILACS

NTDB id 396074 GFB47 RS06180 WP 153447187.1 RIAPLLFRYRARNYPATLNEQEQDQWRAHCREYFEANLEDYLLNLENLAHEHESDSAKMDVLKAVYQYVESIAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!*!!*!! * !! ! !!!!*!!! !!! !*!!!!!! !!! !* !! *!! !!*!!! *!*
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