
logo MDGKLSFLVTGIDIGHNHSLIKAAVVLKSPAMNGDENQSTFYEALLVSGYEKELI ILPLVKSTAEDGIVFTADENNHTFILDNSYHQEGKIVKTKLKEMLKKEGQLPFLFMRASHRQKVALI SA I
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 396059 GFB47 RS01095 WP 153445874.1 MGKSFVTGIDIGHHSIKAVVLKSAGEQFELVSYKEIPVSEGIFAENHTFSHQGIVKKLKELKKQLPLMSRQVALALPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMRGN.DSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 396059 GFB47 RS01095 WP 153445874.1 VISKLLHIDGDLEDREKEFAIYQVFGQQSPFPIEDLSLDYVKVEQDSLKRGTTATYQVYATRKEVVESRVEVIKKSGFKP 160
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQ............... 224
NTDB id 396059 GFB47 RS01095 WP 153445874.1 VVIDLQAHSLLRVWQLAAQQQEDKQAWMMVDIGQSQTSICIIPQGRPAYYKDLPYGMSNMPEATQKLDLNVVEFEHGESV 240
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRA.YRRPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVN............ 227
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 ......QDPLVDDAQVATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGL 298
NTDB id 396059 GFB47 RS01095 WP 153445874.1 IDLGKAQDSGID...HHEDEFIAELADRLTRQMSLYGSVNQQTKIEGLWLTGGGACISGITEALTQQLQIPVEVLNPFQL 317
NTDB id 1171 A1552VC RS12125 WP 000520444.1 ....SLNHPLLH...DPTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSL 300
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 FEMKVSKRKRRAADWQHFTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 396059 GFB47 RS01095 WP 153445874.1 LESKKNKKVS.NLAPCTFSVAAGLAIRGLQWQRRIHVA.. 354
NTDB id 1171 A1552VC RS12125 WP 000520444.1 FKNNVAKRKRPLVDGQRFSTAAGLALRGLAWLESEHVA.. 338
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