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KW2 RS10845 WP 051303741.1
GPW51 RS00790 WP 011921720.1

SM12261 RS00955 WP 000738641 .

SP RS10370 WP 000738627.1
SPR RS09420 WP 000738626.1
SPD RS09885 WP 000738626.1
KZH43 RS09255 WP 000738626.1

SMSK321 RS09230 WP 000738643.

FSA28 RS09395 WP 002263437.1
SMU RS09025 WP 002263437.1
SGO RS09410 WP 012130940.1
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MSKALSLV.IHGRKLCQKK WKAFTL EML VLIAIIS L LLFVPNLMK KINNV KYYGIXAAVVKVVESQA LYJIL
........... MESUL\PAUKVK FTLVEMLVVL{EIIS L LLFVPNL [QK A = JSKGWAAVVKVVESQEEL Yj3L

1 oo MKKMMTFLKKAKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
....... MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIALLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
....... MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIILLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
....... MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIILLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL
....... MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL

1 oo MKKMMTFLKKAKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSL .
........... Mi9q K WBIV AFTL EMLVVLLIIS L LLFVPNLTKQK IVKDTGG AVVKVVESQAELY2LNKjN

........... Mi®q K WSV AFTL EMLVVLLIIS L LLFVPNLTKQK
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