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NTDB id 39594 DEIMA RS03905 WP 245528346.1 .........MTPVV...ASAVV...LERGRRAFLPWPVVGALALMAGVLVAFGAWWGALLLAVVAGAAAWVRAPALMLVALVCFG 70
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGGG 85
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NTDB id 1311 DR RS09490 WP 010888489.1 LGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQAAWLRSQG 170
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NTDB id 1311 DR RS09490 WP 010888489.1 GLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLMALSGQ 255
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NTDB id 39594 DEIMA RS03905 WP 245528346.1 NVALLLGALAFVLVRSPVARVRAWLLVPALGAY..WWLVGESPSVDRACLMALAVLLGTATGRGRLDVYGVIGLAAMASLALHPA 317
NTDB id 1311 DR RS09490 WP 010888489.1 NVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASACLLLFPL 340
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NTDB id 1311 DR RS09490 WP 010888489.1 LGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALSWL 505
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NTDB id 39594 DEIMA RS03905 WP 245528346.1 PAHLSPPRDITYLDVGQGDSTLIRANGLRVLIDGGGSPGSDFDVGARTVVPALRALGVRALDVVVATHADADHVEGLTAVLNTLP 572
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NTDB id 39594 DEIMA RS03905 WP 245528346.1 SSVEDTLGLGRLSVLKLAHHGSRHSSSAALLRETAPADAIISVGRNTYGHPHGDVLDRLAGAHVRAWRTDQLGTVTWPIP 735
NTDB id 1311 DR RS09490 WP 010888489.1 DPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
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