
logo MIAKKNLKRAYCIHQI SNKRPS IQAEKSLRLSASARQRKSSTRSAGFRLHTRSALSGFTLVELLVAIA I FAVLSALLGWKI
VFDHYI
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NTDB id 395911 GFH30 RS07695 WP 153371673.1 MIAKLRACQISNKPQEKLSSRQKTRGFLHSALGFTLVELLVAIAIFAVLSALGWKVFDHIISTKDQNTMHEQRLSAVQQG 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKN.KYIHI..RSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDA 77
consensus !! ** **!**** * * !* ! !!!!!!!!!!!!!!!!!! !!!!*!!*** *! ! !! *! *! *

logo YQQI LRDTLVQI IVPLSTASNLQGNGEQI
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VEYQRYDRAQDEQKKLYRLKRYQTNLNQTSTGNREQ
NTDB id 395911 GFH30 RS07695 WP 153371673.1 YQQILRDTVQIVPLTSNLNGEIRPALVLQNGRLSFSKTGVTDPLQQGISPDERVEYQYRQDEKKLYRLRYQNLNQTGREQ 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 YQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQ 157
consensus !!!!!!!!*!!*!!* ! ! **!!! * ! ! !!! !!!!!! !!*!! !!*!! ! ! !!!!!!*! !!! * !!!

logo PDLSSTVLLESNQVDQFYQIMVLNTPDQELVSTEKWPEKNVGNI
VDLPETKQI
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NTDB id 395911 GFH30 RS07695 WP 153371673.1 PDSSVLLENVDQFQIMVLNPDELSEWPKNGVDLEQIIEKQKLPKGIKINLTIHDVEYEWLFSLLNTDFLNQTKVNV 236
NTDB id 1076 ABD1 RS08075 WP 000594585.1 PLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus ! !! !! *!!!*!!!!! ! !** !! *!* * ! !!!!!!!!*!!** ! !!!**!! * ! !

X non conserved

X similar

X ≥ 50% conserved


