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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEALSVADV.TALLHAMMDDARQAEFKQTREA 68
NTDB id 395910 GFH30 RS06770 WP 153371504.1 MFTAELLEEAQRFMHHMLTKVVEYGGSDLFITADFPPSIKHQGLMKPFGQQTLTAEKTKLFAYGLMNERQRKEFETELEC 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ...........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHEC 69
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHEC 69
NTDB id 1307 DR RS10055 WP 010888596.1 .......MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKREL 73
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...........MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLET 69
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 NFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRN 146
NTDB id 395910 GFH30 RS06770 WP 153371504.1 NFAITVPG.VSRFRVNVFQQQLNVGMVIRTITAEIPNFQKLKLPESLKSVIMEKRGLVLVVGGTGSGKSTSLAAMIDYRN 159
NTDB id 1203 PSJM300 01605 AFN76401.1 NFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRN 148
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRN 149
NTDB id 1307 DR RS10055 WP 010888596.1 DFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHIN 152
NTDB id 1194 PAKAF RS01995 WP 003084552.1 DFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLN 148
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATL 226
NTDB id 395910 GFH30 RS06770 WP 153371504.1 ENSAGHIITVEDPVEYVHKHKKSMITHREVGVDCHSWHNALKNTLRQAPDVILIGEIRDTETMEHAIAFAETGHLCLGTL 239
NTDB id 1203 PSJM300 01605 AFN76401.1 KNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATL 228
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATL 229
NTDB id 1307 DR RS10055 WP 010888596.1 TTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTL 232
NTDB id 1194 PAKAF RS01995 WP 003084552.1 NTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
consensus *!!***!!!*!**! ** *****!!!**!* *** !!***!!**!!*!!*!!*! !*** !* *!!!!!! **!!

logo HSTATNSNAAPNEKQSATI
L
E
DRVI LVIDHNLVFVFDPKEADEEQRHKQRAQENMQFLIVFWLRLSVMMQDLASENSLSNMLQVKGSAI

V
M
V
I
T
A
SQ

R
T
QLVLIKRPDRTAEHPKI

N
DGGKQSGRHVRGLAVAFHVYI E I

V
M
L I
L
A
G
N
N
S
TPRALALVIARSANDYL I LRQREKDGKEFILTVAFYHKQEMILTYKAEGSAITVL IMKSAQKTR

NTDB id 1177 A1552VC RS01165 WP 000422572.1 HANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMAR 306
NTDB id 395910 GFH30 RS06770 WP 153371504.1 HSNNANQTLDRIINFFPEERRNQLLMDLSSNMKAIISQRLIRTEDGQGRRAAIEIMLNTPLISDLILKGEFHELKGIMSK 319
NTDB id 1203 PSJM300 01605 AFN76401.1 HANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKR 308
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMAR 309
NTDB id 1307 DR RS10055 WP 010888596.1 HTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQT 312
NTDB id 1194 PAKAF RS01995 WP 003084552.1 HTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIK.KIGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQT 307
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 SQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKR.GDDYGS...GSLQNVKID...ME........... 368
NTDB id 395910 GFH30 RS06770 WP 153371504.1 SRELGMQTFDQALFDLYNEGAISYEEALRNADSTNELRLQIKLKG.QRRHASQDAAAT...AFT...M.YEEPKKEENED 391
NTDB id 1203 PSJM300 01605 AFN76401.1 STDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGS.ETDGEHLTSVS.QGLTLE...MSDDDPGRSFR.. 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSE.EANKPLDNRERMSEMERK...MTFDGQRRNLK.. 383
NTDB id 1307 DR RS10055 WP 010888596.1 GAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRG 392
NTDB id 1194 PAKAF RS01995 WP 003084552.1 GGSLGMQTLDMCLKGLVAKGLISRENAREKAKIPENF........................................... 344
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......................... 368
NTDB id 395910 GFH30 RS06770 WP 153371504.1 ENQESA.................... 397
NTDB id 1203 PSJM300 01605 AFN76401.1 .......................... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......................... 383
NTDB id 1307 DR RS10055 WP 010888596.1 AAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .......................... 344
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