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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .... NEYISDGMETHKESSIAN YRR Ve AJZ T L Y)sATAse; AQGEA.SVATA T4
NTDB id 1203 PSJM300 01605 AFN76401.1 e 76
NTDB id 395905 GFH30 RS03165 WP 153370864.1 .... | | D PIIGSVKIBPGS AJYA QIS 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ¢ SKTKIEDGDME@A QN E] 76
NTDB id 1307 DR RS10055 WP 010888596.1 80
NTDB id 1116 NGFG RS10615 WP 003690200.1 e PMIRVG R 76
NTDB id 1086 NMV RS00245 WP 002218487.1 e SIPMIRVEBIG R 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG R 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... PPM R DG R 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e I4 SDLH SAG PPMIRVDG R L 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 e Il SDLH SAG PPMIRVDG R 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ASDLHLSAG PPMIRVDG R 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e ASDLHLS G PPMIRVDG R 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e E] IIASDLHLSAG PPMIRVDG R INLPE\ BHH 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 e ASDLHLSAG PPMIRVDG R INLPELIZH)Y 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG R INLPELIXHIY 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG PPMIRVDG R INLPJLIXH|Y 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 153
NTDB id 1203 PSJM300 01605 AFN76401.1 155
NTDB id 395905 GFH30 RS03165 WP 153370864.1 156
NTDB id 1019 ACIAD RS04205 WP 004922051.1 156
NTDB id 1307 DR RS10055 WP 010888596.1 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 155
NTDB id 1086 NMV RS00245 WP 002218487.1 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 . 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 . E ARGLVLVTGPTGSGKSTTLAA 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAFNQBRGE\ AVFRTIPS)X I AMSIRGLVLVTGPTGSGKSTTLAAYY 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ¢ ARFRVNAFNQWNRGIAGAVFRTIPS|Y I PAMMZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 Ne ARFRVNAFNQWRGIIGAVERTIP S|\ ISTIAZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AN ARFRVNFNQRGGAVFRTIPS D I[OPNEYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 N ARFRVNAFNQNRGENGAVFRT IPS)Y D IONGYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQWRGINGAVFRT IP S|4 I I[OPNEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQNRGENGAVFRT IPS)Y D I[ONGYRG VLVTGPTGSGKSTTLAAM 155
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1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
395905 GFH30 RS03165 WP 153370864.1
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1019 ACIAD RS04205 WP 004922051.1 RSREM
1307 DR RS10055 WP 010888596.1 BDJALR ALR RDMET I @NA TAAETGHLVMGTLHTNSAPE
1116 NGFG RS10615 WP 003690200.1 ANALESALREDPD ﬁ
1086 NMV RS00245 WP 002218487.1 IWJALRSALREDPD G|
1185 GTF74 RS11940 WP 000350195.1 MYALRSALREDPD
1176 A1552VC RS01160 WP 000350195.1 MYALRSALREDPD
1283 ACE17W RS02630 WP 010947729.1 WNALRSALREDPD RDIRETIRILA TAAETGHLVFGTLHTIS AWK
1259 GCO85 RS10305 WP 010947729.1 WNALRSALREDPD RDIRETIRILA TAAETGHLVFGTLHTIS AN
1194 PAKAF RS01995 WP 003084552.1 RIMALRSALREDPD RDIRETIRILALTAAETGHLVFGTLHT SAAK
1202 PSJM300 01600 AFN76400.1 RMIMALRSALREDPD RDIRETIBRILALTAAETGHLVFGTLHT SAAK
1020 ACIAD RS04210 WP 011182164.1 IWAALRSALREDPD RDIRETIRILALTAAETGHLVFGTLHT SAAK
1081 FDQ49 RS05335 WP 006581387.1 IWAALRSALREDPD RDIRETIRILALTAAETGHLVFGTLHT SAAK
1060 ABD1 RS04380 WP 000355489.1 IWAALRSALREDPD RDIRETIBRILALTAAETGHLVFGTLHT SAAK
1040 HON27 RS13360 WP 000355489.1 WMAALRSALREDPD RDIRETIBRILALTAAETGHLVFGTLHT SAAK
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1177 A1552VC RS01165 WP 000422572.1

1203 PSJM300 01605 AFN76401.1
395905 GFH30 RS03165 WP 153370864.1

1019 ACIAD RS04205 WP 004922051.1

1307 DR RS10055 WP 010888596.1 N

1116 NGFG RS10615 WP 003690200.1 IGOIGNGRVA HEIJRI WPA RNLIRERNK pwQESYSYY

1086 NMV RS00245 WP 002218487.1 IDIGNIGRVA HETRI NPA RNLIRENK pNQESYS\

1185 GTF74 RS11940 WP 000350195.1 .VGGGRVAEHEIM

1176 A1552VC RS01160 WP 000350195.1 AIGGGRVAHEIM

1283 ACE17W RS02630 WP 010947729.1 .NKGGRVAAHEIM

1259 GCO85 RS10305 WP 010947729.1 BUYGGRVAAREIM

1194 PAKAF RS01995 WP 003084552.1 MIGGGRVAAHEIMI PAIRNLIREWKVAQMYSEIQTG

1202 PSJM300 01600 AFN76400.1 MUGGGRVAAHEIMI PAIRNLIREIKVAQMYSHIQTG

1020 ACIAD RS04210 WP 011182164.1 WAGGGRVAAHEIMI MPAIRNLIRE[@KVAQMYSHIQTG

1081 FDQ49 RS05335 WP 006581387.1 BUGGGRVAAHEIMI MPAIRNLIREWNKVAQMYSEIQTG

1060 ABD1 RS04380 WP 000355489.1 BIGGGRVAAHEIMI MPAIRNLIRERNKVAQMYSIAIQTG

1040 HON27 RS13360 WP 000355489.1 BUGGGRVAAHEIMI MPAIRNLIREWKVAQMYSIIQTG
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GTF74 RS11940 WP 000350195.1
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HON27 RS13360 WP 000355489.1
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