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NTDB id 545 H702 RS02385 WP 052071091.1 MIDIYVLEDNVNQQFRIEKMIGDLLETNQWETRHFDLFSEPDCLTNL.VEESFPQIFFLDIDIHGDNTKGIEVAKAIREK 79
NTDB id 542 H702 RS02345 WP 039696227.1 MLDIFILEDNITQQFRIERQIETIMERNHWEYQRLEAFAASKDIIKKADGQGNHQVFFLDLEIKGDEKQGLDVARSIREK 80
NTDB id 395473 GFB63 RS05385 WP 193838172.1 .MNIFVIEDDFMQQARIEKIITKLLEKHNIVPKKFEISGKPHQLLQAIEEKGVHQLFFLDIEIKEDELKGLQVAKQIREI 79
NTDB id 55 SMU RS08710 WP 002262114.1 MISIFVLEDDFLQQGRLETTIAAIMKEKNWSYKELTIFGKPQQLIDAIPEKGNHQIFFLDIEIKKEEKKGLEVANQIRQH 80
consensus ***!***!! **!!*!*!**!* *********** ****** ************!*!!!!**!******!**!!**!!**

logo

N
S
D
R
P
S
Y
TAI

S
T
VIVFVTTHSEFMPSLLSTFYQRASYLQVGSAI

LDYF IDKENSTDMLGKNPVDDTEAE I
F
E
G
K
S

D
G
H
S

N
R
L
I
K
E
A
K
L
S

A
CLKLQYEHKYTVAFHLMEEKNDKSYDQGKNTFGNSAGNSFIQVGPSDKEDNE I

L
S
Y
F
I
L
V
YFHKENTSAKNSEYKATKRQFVIQR I

Y
V
A
P
L
Y
F
A
D
E
N

D
E
V
I

NTDB id 545 H702 RS02385 WP 052071091.1 SRTATIVFVTTHSEFMLLTYRAQVSALDFIDKTDKDDAIKDNLKKCLQKVF.EDQGFNIPKEIFVFENNKTKIRIPLEDI 158
NTDB id 542 H702 RS02345 WP 039696227.1 DPTAIIVFVTTHSEFMLLTYQSLVGAIDFIDKNMNDEAFGGRIELCLKEAL.KYQTGSFGENSYLFETAKARIRVAYDDI 159
NTDB id 395473 GFB63 RS05385 WP 193838172.1 DPYASIVFVTTHSEFMSLSFRYQVSALDYIDKELGVTEFESRIEAALLHTH.NKDNSAVSDDSFYFKSKYAQVQYPFNEV 158
NTDB id 55 SMU RS08710 WP 002262114.1 NPSAVIVFVTTHSEFMPLTFQYQVSALDFIDKSLNPEEFSHRIESALYYAMENSQKNGQSEELFIFHSSETQFQVPFAEI 160
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NTDB id 545 H702 RS02385 WP 052071091.1 LYFETA.ESHRLKLITKTGQRHFYGSIKEVMQANQKLFRCHKSYLINLNNIVRLDKKEGLVYFDDDKACYVSRKYIKDLR 237
NTDB id 542 H702 RS02345 WP 039696227.1 LYFETSPTVHRVILHTKTGQTEFYGTIAEVAKSDKRLLKCHRSFVINVNNVTEFDKSTRTAYFENGSYCQVSRDKVKKLM 239
NTDB id 395473 GFB63 RS05385 WP 193838172.1 YYIETSPRPHRVILYTKTDRMEFTASLSDILKQDKRLVQCHRSFAINPRNVVKVDRNEKQIYFPNGATCFISRQKLESAL 238
NTDB id 55 SMU RS08710 WP 002262114.1 LYFETSSTAHKLCLYTYDERIEFYGSMTDIVKMDKRLFQCHRSFIVNPANITRIDRKKRLAYFRNNKSCLISRTKLTKLR 240
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NTDB id 545 H702 RS02385 WP 052071091.1 SKMENLK... 244
NTDB id 542 H702 RS02345 WP 039696227.1 AEMR...... 243
NTDB id 395473 GFB63 RS05385 WP 193838172.1 AVIDRLHR.. 246
NTDB id 55 SMU RS08710 WP 002262114.1 AVIADQRRAK 250
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