
logo MKAQSLQLRLSQHLALTPQLQQS IRLLQLSTI
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NTDB id 395294 GE569 RS03750 WP 013699407.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLEN.DEWIASPLRVAADGSLIAQSPPSSTPEPMH 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! * !!* ** !**!!!!* ! **! !! ! *
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NTDB id 395294 GE569 RS03750 WP 013699407.1 GGGSNGSEASGDRAERDDSRNGDDYDYNADSGDSGQWNLDDYGRSSGASDDDDLPPLQVHEASTSLREHLSAQLRVTQAG 159
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDY.GTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQLAPLKLS 158
consensus *** * ! * !! !*! * * ! !!!**! * *!!*!! *!*!**!! ** !!*! !! *

logo PRDKRAGLVI
MFL I ESLDDDEGYLGTAGGSLDE I

VLATDLPAEELEVDELDELGQAALARLMLHQSFDPAGI
VGARSAASECLRTLQLLQRLDPSPATKRPT

NTDB id 395294 GE569 RS03750 WP 013699407.1 PRDRALVMFLIESLDDDGYLGAGLDEVLTDLPEELEVDLDELGAALALLHSFDPAGVGARSASECLRLQLLRLDPSPTRT 239
NTDB id 1425 RS RS02020 WP 011000369.1 PRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKP 237
consensus !!!**!!*!!!!!!!!*!!! * !!!*! !!! !!!!*!!!! !!! *!*!!!!!!*!!!!! !!! !!! !!!*!! **

logo LASLDTIVNSQHLELLAARDFYTRLKRKAQLKSAVDNDDGELKRAEAHAEL IRSLAEPFPGAHAFYGKRATEADFYVVPDI
V
M
VVRKSTAGAQGNWLMAEQLNPDEVMV

NTDB id 395294 GE569 RS03750 WP 013699407.1 LSLDIVSQHLELLAARDFTRLRKQLKANDDELREAHALIRSLEPFPGAAYGKTEADYVVPDIMVRKSGQNWLAELNPEVV 319
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
consensus ! ! !! !!!!!!!!!!*!!!*! ! ! !!* !! !!!!! !!!!*!*!* !!!*!!!!**!!!** !*! !!!*!*

logo PKRLR INDHLMYANQI LRNSSRGDEPSGAAGNSLKQQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKNSFFATHGE IAMRPLVLRE IADTL
NTDB id 395294 GE569 RS03750 WP 013699407.1 PKLRINHLYANILRNSRGDPGAGSLKQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFAHGEIAMRPLVLREIADTL 399
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
consensus !*!!!!**!!*!!! !!!**!!* ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!! !! !!!!!!!!!!!!!!!!!!

logo GLHESTI
VSRVTTGNKYMALTPFMGTFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPQKNSPLSDSR IAELLAGEQGFVVA

NTDB id 395294 GE569 RS03750 WP 013699407.1 GLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDQKSPLSDSRIAELLAEQGFVVA 479
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!*! !!!!!!!!!!!*!!!!!!!

logo RRTVAKYREALKIPAVNLRKSL
NTDB id 395294 GE569 RS03750 WP 013699407.1 RRTVAKYREALKIPAVNLRKSL 501
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!!
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