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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 395286 GE559 RS09290 WP 186055975.1 ..MASVNKVILVGNLGADPEVRYLPSGDAVANIRLATTDRYKDKATNEFKEVTEWHRVAFFGRLAEIVNEYLKKGSAVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP.YDEGYGQSQEA...........YQRPAQQSR... 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP.YEEGYGQSQEA...........YQRPAQQSR... 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSG..................WNQAPAQTNYNQ 136
NTDB id 395286 GE559 RS09290 WP 186055975.1 EGRLRTRKWQGQDGQDRYSTEIVAD....QMQMLGGRGGAGGGGGGGDDGYGGGGGGYGGGSGGGGGGYGGGRGGDM.ER 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGS...........WGQPQ....... 142
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ......QP.APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ......QP.ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGYSDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 395286 GE559 RS09290 WP 186055975.1 GGGGGGGGGRASGGGGARSGGGSSRPSQPASGGGFDEMDDDIPF 197
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........QPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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