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NTDB id 395253 GCD22 RS01255 WP 050816103.1 MMTNCPVPSALVVDDEPNIVELLKITLQGMGLQVSGAGSLAEAHARLSHDLPSLVLSDLRLPDGSGIDLVRYLHNAHPHI 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQT 76
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNT 78
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NTDB id 395253 GCD22 RS01255 WP 050816103.1 PVAVITAYSSADGAVEAMQAGAFDYMSKPIELARLRQLVAQALKLNHPQ...GMEQDATNRLIGQSLVMQQLRADIRKLA 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLA 153
NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIA 158
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NTDB id 395253 GCD22 RS01255 WP 050816103.1 RSNAPVHITGESGTGKELAARAIHDSSLRQDKPFVAVNCGAIPEGLIESELFGAEKGAYSGATQSRQGLFQAANGGTLFL 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
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NTDB id 395253 GCD22 RS01255 WP 050816103.1 DEIAELPMLMQVKLLRAIQERVIRPLGGAREISLDLRFISATHRDLGAMVEAGSFRQDLLYRLNVVQLHMPPLRQRLEDV 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
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NTDB id 395253 GCD22 RS01255 WP 050816103.1 PQLVEAILQRINGQADQSPTILAEDVLEKLQQYDFPGNVRELENLLERSLVFPDKNILENG.NHVAPNR.NVDRSFSSVA 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS........ 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA 398
consensus **!** ***** ** * ** !**** **! ** !!!!!!!!*!**!!**** ** ** ***!* **** * * *

logo

P
Q
K
S
IQTTVAA

Q
E
P
G
QAAVKSKLLSEPTEISDESNGVLAECDRTYLDEDNSAI EAKRKDI

L
I
L
L
M
R

N
Q
S

V
ALAENMEVTHRSGWDNPRVTLAAAKQTKRLGI

L
M

C
T
P
F
Q
RSFLMARLYRLTKRKAFLVGI

L
T

G
D
R
T
E
G
R
T
EQEV

NTDB id 395253 GCD22 RS01255 WP 050816103.1 PK..............TESGVACTLDSAEADLLRSVLAEVSGDPVAAATRLGICPQSFALRLTRAVTGRGR.... 452
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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X non conserved

X similar

X ≥ 50% conserved


