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MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRR KDQNGEREADFVNMVLWG LAE LASYATKGSLISVDGELRTR]
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRR KDQONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRR KDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR]
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRR KDQONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRR KDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR]

MYNKVILIGRLT [PE [ KJ§Q GER ADFVNVWG LAE LESYAEKGSL S DGE RTR
MYNKVILIGRLJ] TPE
W TNT THIF TERMRIK A LS Q' GEE{ ADFEIMMRIWG

il ANG READF NEv wid EAEMgAN WEKGSL [EVDGRLNTR
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