
logo

MEDA
M
E
FQNPLKVMVIDDSKRTIRRTAEQMTLLGQERAEGCEVITASVDGFDEALASKIAVDEAHNQPDS I IVFVDI

V
L
MMPRLDGYQTCALVIKHNNSQSANFYKQ

NTDB id 395063 GEV38 RS25215 WP 003257770.1 ...MEQPLKVMVIDDSRTIRRTAQMLLGEAGCEVITASDGFDALAKIVDHQPSIIFVDVLMPRLDGYQTCAVIKHNSAFK 77
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
consensus *** !*!!!!!!!!!*!!!!!! !! !!!!!!! !!!*!! !! ***! !*!!!**!!!!!!!!!!!*!!* *

logo

D
N
I
TPVI LMLSSKRDGLFDKQAKRGRVVGSDEQFYLTKPFSKDEELLDNAIRANHVPSGSFAAAQQHAP

NTDB id 395063 GEV38 RS25215 WP 003257770.1 DTPVILLSSRDGLFDKARGRVVGSDQFLTKPFSKEELLDAIRAHVPGFAAAQQHAP 133
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS......... 127
consensus !!!*!!!*!!!!! !*!!!!!!! *!!!!!!!*!!! !!! !!* *********

X non conserved

X similar

X ≥ 50% conserved


