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NTDB id 394984 GAY96 RS12440 WP 265573726.1 MADVGVETTRAIMARLTARVGRKELKDSGALYNALIAELQETLEKVQAPLDINAGHKPYVILMVGINGVGKTTTIGKLAK 222
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 394984 GAY96 RS12440 WP 265573726.1 ELEKVVRVMKKLDPTAPHEVMLVLDAGTGQNAINQAKQFREAVGVTGLTLTKLDGTAKGGIIFALAQQFELPVRYIGVGE 382
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
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