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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 39479 PSESU RS02755 WP 013534241.1 .MNQARSALIVDDERDIRELLVLTLGRMGLRVDTAANLAEARELLGSHRYDLCFTDMRLPDGNGIELVVEIARNHPHTPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
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NTDB id 39479 PSESU RS02755 WP 013534241.1 AMITAFGNMDLAVEALKAGAFDFVSKPVDLNVLRGLVRHALELNNAE.RPAKPAQPEQGRLIGDSPAMQALRGTIAKVAR 158
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLA 391
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPL....RANISNPFA 395
NTDB id 39479 PSESU RS02755 WP 013534241.1 QLAAAILARLSAAQGRPTPQLGEDALAALARYPFPGNVRELENVLERALALAEGDHIDVVDLHLPQA....PVRTASPAA 394
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA....PGASQEGAA 390
consensus **! ******** *** !*********** *!!!!!*!*!*******! ! * !** *!*** * * *** **!

logo

A
H
S

A
TAEQAS IPQATQTAVAPALPAQEAANVASKEKL

V

A
L
S
E
P
S
V

G
H
I
S

D
G
E
A
G
I
N

F
LEPDLRSWYI

M
LEDNQLTI EKRADKQI

L
A
L
I
E
L
M
Q

K
N
QAI

L
N
E
A
D
E
M

C
N
T
D
H
R
G
WNI

K
R
P
T
A
L
RAAAKQTKQRYLDGI

L
M
V

S
T
P
F
S
R
A
T
S
I
M
L
Y
R
R
YKRLQKTKFWLNGEILMEKDTVEKETEKEQEKEVR

NTDB id 1157 A1552VC RS03895 WP 001888250.1 H.............ENKVSVHEIFPLWM..TEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV. 473
NTDB id 39479 PSESU RS02755 WP 013534241.1 ATAEAIPAQAPLPAAAAEASGGALPSYIEQLERAAIQKALEDNRWNKTRAAAQLGITFRALRYKLKKLGME........ 465
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ................SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
consensus * * * * *** **** *****!* ****!******!***!! *!**********!******



X non conserved

X similar

X ≥ 50% conserved


