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NTDB id 1177 A1552VC RS01165 WP 000422572.1 75
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NTDB id 1307 DR RS10055 WP 010888596.1 S 80
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG R 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... E PPM R DG R 76
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NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG PPMIRVDG R Y 76
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