
logo MFALKHLP I
LALSCVLAAQAVNASMNIQPDPQNPNGYVIARGDVQAMVEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATTNPENVK

NTDB id 39446 N646 RS13805 WP 017820571.1 MFALKHLPLALSCVLAAQVNASMNIQPDPQNPNGYVIARGDVQAVEQSKTSDPMYAIWSQALETRPNSVVEAIVPGATTNPENVK 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus !!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS IVTAFAHFAQETGGHI S IDNVSDNPLGLEEW
NTDB id 39446 N646 RS13805 WP 017820571.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA
NTDB id 39446 N646 RS13805 WP 017820571.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAIWFFLTPQAPKPAMLHVIDRTWGVPSQRELDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR IRYWEGLAAHYQIP I EADEKT
NTDB id 39446 N646 RS13805 WP 017820571.1 SAIWFFLTPQAPKPAMLHVIDRTWGPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADET 340
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDPS
NTDB id 39446 N646 RS13805 WP 017820571.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDS 425
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo VDPVDEPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTE
NTDB id 39446 N646 RS13805 WP 017820571.1 VDPVEPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTE....... 503
NTDB id 1299 VP RS02975 WP 005483021.1 VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTE 510
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*******

logo PEPPVTEPEVPPVTGNSF IQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDE I SCQ
NTDB id 39446 N646 RS13805 WP 017820571.1 PEPPVTEPEPPVTGNFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 567
NTDB id 1299 VP RS02975 WP 005483021.1 PEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus !!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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