
logo MQFSLKNHYRTLQIG IHRKQSGYFDFVWFDDLEQPQSYQSI FVNDRYDFKNRFLQQLKTQCYQGKTFPLRQFVAS IPAHLTWSKVLMLPQV
NTDB id 39425 HIBPF RS09085 WP 013526473.1 MQFSLKNHRTLQIGIHRKQGYFDFVWFDDLEQPQSYQSFVNDRDFKNRFLQQLKTQCQGKTFPLRFVASIPAHLTWSKVLMLPQV 85
NTDB id 1369 NTHI RS02665 WP 011272050.1 MQFSLKNYRTLQIGIHRKQGYFDFVWFDDLEQPQSYQIFVNDRDFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVLMLPQV 85
NTDB id 1343 HI 0439 AAC22098.1 MQFSLKNYRTLQIGIHRKQSYFDFVWFDDLEQPQSYQIFVNDRYFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVLMLPQV 85
consensus !!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo LNAQECHQQCKFVI EKELP I FSLDENELWFDYRSTSPLKQGFRLEDVTAIRKSSTAQTYLQDFQPFNKINI
VLDVASNAVI LRAFQYLLNEQMVR

NTDB id 39425 HIBPF RS09085 WP 013526473.1 LNAQECHQQCKFVIEKELPISLDELWFDYRSTPLKQGFRLDVTAIRKSTAQTYLQDFQPFKINVLDVASNAILRAFQYLLNEQMR 170
NTDB id 1369 NTHI RS02665 WP 011272050.1 LNAQECHQQCKFVIEKELPISLNELWFDYRSTSLKQGFRLDVTAIRKSTAQTYLQDFQPFKINVLDVASNAILRAFQYLLNEQVR 170
NTDB id 1343 HI 0439 AAC22098.1 LNAQECHQQCKFVIEKELPIFLEELWFDYRSTPLKQGFRLEVTAIRKSSAQTYLQDFQPFNINILDVASNAVLRAFQYLLNEQVR 170
consensus !!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!*!!!!!!!*!!!!!!!*!!!!!!!!!!!*!!*!!!!!!!*!!!!!!!!!!!*!

logo SENTLFLFQEDDYCLAICERSQQSQI LQSHENLTALYEQFSTERFEGQLEQVFVYQIPSSHTPLPENWQRVETDELPF IAFLGNALWQ
NTDB id 39425 HIBPF RS09085 WP 013526473.1 SENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFSERFEGQLEQVFVYQIPSSHTPLPENWQRVETDLPFIAFGNALWQ 255
NTDB id 1369 NTHI RS02665 WP 011272050.1 SENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPENWQRVETELPFIALGNALWQ 255
NTDB id 1343 HI 0439 AAC22098.1 SENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPENWQRVETELPFIALGNALWQ 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!

logo KDLYHQQKVSGSG
NTDB id 39425 HIBPF RS09085 WP 013526473.1 KDLYQQKVSS 265
NTDB id 1369 NTHI RS02665 WP 011272050.1 KDLHQQKVGG 265
NTDB id 1343 HI 0439 AAC22098.1 KDLHQQKVGG 265
consensus !!!*!!!!**
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