
logo MKI F IHLPTWLGDATVMASPALYGTI
V
K
Y
E
HHFKDNAEQF I LYGSFVSTALFKEFPNASKI I IVENKKLSRYKQATLSLRKEKLGKIDLASFLASFRSAFL

NTDB id 39408 G157 RS03165 WP 021033688.1 MKIFIHLPTWLGDAVMASPALYGVYHHFKNAEFILYGSFVSTALFKEFPNAKIIVENKKSRYKQTLSLRKKLGKIDLALSFRSAL 85
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFAFRSAF 85
consensus !!!!!!!!!!!!! !!!!!!!! * *!!! ! !!!!!!!!!!!!!!!!!! !!!*!!! !!!!! !!!!! !!!!!! !!!!

logo SSKI I LHI LKATKKQRYFFDNKNYKNFYKEEHQVLKYLYF I ENSLDS IKAHFSKDLKLPFKRLKFQNP I
L
I
VLKRNGKKI LGLNPGASFGSAKRWDA

NTDB id 39408 G157 RS03165 WP 021033688.1 SSKIILHILKAKKRYFFNKYNFKEEHQVLKYLYFIENSLDIKAHSKDLKLPFRLKFQNPIVLKNGKKILGLNPGASFGSAKRWDA 170
NTDB id 1241 Cj1148 YP 002344539.1 SSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGASFGSAKRWDA 170
consensus !!!!!!!!!! ! !!!! ! *!!!!!!!!!!!!!!!!! !!!! !!!!!!!*!!!!!!**!*!!!!!!!!!!!!!!!!!!!!!!

logo SYFAKQVALNFSKQSTHDE I L I FGAGKAEQELCDNE I FYHQI LKEKQNI
VKVKNLCNKTTIKMTLCQNIAI FCDI

LF ITNDSGPMHI
L
A
SAAVYKTVKTI

VA
NTDB id 39408 G157 RS03165 WP 021033688.1 SYFAQVALNFSKTHEILIFGAGKAEQELCDEIFHILKEKNVKVKNLCNKTTIKMLCQNIIFCDIFITNDSGPMHIAAAYKTKTIA 255
NTDB id 1241 Cj1148 YP 002344539.1 SYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDSGPMHLSAVYKVKTVA 255
consensus !!!! !!!!!! *!*!!!!!!!!!!!!!! !!**!!!! !*!!!!!!!!!!!! !!!!! !!!*!!!!!!!!!!* ! !! !!*!

logo I FGPTKFTQTSPWQNEQNATKLVHLDNLACMPCMQKTCPLKHHKQCMKDLKPEKI
V
I
LEAQAIKRNFLLTKNSHL

NTDB id 39408 G157 RS03165 WP 021033688.1 IFGPTKFTQTSPWQNQNTKLVHLNLACMPCMQKTCPLKHHQCMKDLKPEKILEAIRNFT..... 314
NTDB id 1241 Cj1148 YP 002344539.1 IFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!!!!!!!!!!!! ! !!!!! !!!!!!!!!!!!!!!! !!!!!!!!!**! *! *****
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