
logo

MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 393910 FIU82 RS12725 WP 152441221.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 393910 FIU82 RS12725 WP 152441221.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 393910 FIU82 RS12725 WP 152441221.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDAL IGRPVQLMLTRPRDI ERL I EQFYPQRGRLGEQLVQEGTL
M
S
T
R
S
D
S
Q
S
L
S

NTDB id 1410 SGL RS13950 WP 010873519.1 ..........................................................................MTSSSS 6
NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 393910 FIU82 RS12725 WP 152441221.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

R
S
E
K
A
K
L
S
M
A
Q
R
S
L
V
A
A
F
L
Q
V

H
A
T
E
L
R
T
M
P
R
S
E

G
Y
N
P

I
R
Y
K
M
H
N
S
V
F
L

K
Q
V
T
S
N
P
G
I
F
L
F
I
L
S
V
G

A
E
N
Q
T
R
K
L
V
I
R

I
L
S
T
R
V
L
A
E
Q

G
K
N
A
L
E

E
Q
K
G
F
I
V
Y
H
L
A
I
L
V
N
D
T
S
K
V
F
P
A
A
Q
D
E
S
T

E
K
N
T

Q
I
L
V
A
M
E

D
I
R
S
E
Q

A
E
H
T
Q
S

V
Y
L
A
H
I
V
Y
L
D
K
N
Q
S
T
V
E

A
E
L
K
Q
Q
A
V
A
N
S
K
N
Q
R
V
K
A
E
F
G
Q
T
A
S

Y
K
G
K
R
T
G
Q
I

E
R
D
S
T
I
M
V
L

A
E
L
V
P
A
D
Q
P
E
E
T
M
A
Y

I
L
C
F
K
I
V
L

A
D
K
N
Q
E
S

VTDE
G
L
V
N
S

A
F
K
R
S
V
G
E
H
S
V
F
I
K

F
I
L
H
Q
T
S
A
S
P
H
K
L
Q
S
E
M
S
T
L
Q
E

I
L
Q
R
T
A
A
L
R
Q
E
I
K
L
Q
S
Y
H
T

KKNQLFEA
I
L
K
A
S
L
Q
R
V
A
H
S

L
N
Q
E
V
I

L
Y
F
A
H
S
G
E
Y
L
V

D
E
P
S

NTDB id 1410 SGL RS13950 WP 010873519.1 SKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVD 86
NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQ..SGKLSPEMLARS.......LAAQLGYE 391
NTDB id 1110 NGFG RS09235 WP 003689817.1 ...........MSVGLLRILVQNQVVTVEQAEHYYNE.SQAGKEVLPMLFS..DGVISPKSLAAL.......IARVFSYS 59
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLE..LSIFHAQELTEQ.......LSHIFGLP 60
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLS..SGFFTSSELAEH.......LSSIFGLS 60
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLS..SGFFQSHELTEH.......LSSVFGLS 60
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVK..NKILSAEQIALT.......AAQNFGVP 68
NTDB id 393910 FIU82 RS12725 WP 152441221.1 .........MNINSPLVRRLSALGLLSPDQIS...SQAKNQYGSIAEMICN..VAKISPEQLQQK.......ASHIFHVS 59
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIE..EVHLSPSLLAET.......ISAEFAEP 68
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLID..NFSISPLTIAEI.......ISLEFGEP 68
consensus * * * *** **** ** * * * * ** * ** * *** *** ** ****

logo

C
E
F
I
L
M
S
Y
Q

F
P
V
Y
T
L
E
S
D
I
P
L
D
E
G
I
R
N
S

C
H
R
T
Q
V

A
I
N
F
Y
E
P
D
I
L
R
T
V
P
Y

D
G
H
S
A
L
M
N
P
Q
R
S
T

F
K
Q
V
I
L
Q
V
L
C
P

A
E
V
K
M
Q

A
Q
EL IGLN

R
T
D
G
Q

F
K
V
M
L
F
I
L
V
G

T
D
N
P
L

L
Q
R
E
A
D
E
K
Q
T
L
A
C
M
I
L
Q
V
K
R
T

E
K
R
F
Y
H
A
D
H
V
K
N
R

C
F
L
M
V
I
A

M
V
LP I

V
L
G
H
I
N
R
V
A
F

A
H
K
L
S
Q
R

K
T
Q
R
E
P
S
G
GDPDHK

P
Q
T
N
S

I
K
L
N
V
S
T

V
L
I
V
F
L
Y

F
I
L
VAMTVDKVASNDPDRSTDKLQNFMVIQLFPSAEQQSAFMQILEKQEDKAEDTYLFI EKNQVRR I LLR

S
F
H
I
V
N
A
A
K
S
T
K
G
F
I
K
M
L
A
K
L
N
E
Q

I
L
T
V
H
L
R
E
R
A
P
L
L
A
I
V
L
V
I
M
A
V
A
R
T
D
E
D
E
Q
T
Y
F
H

H
K
R
D

NTDB id 1410 SGL RS13950 WP 010873519.1 SVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQD 166
NTDB id 1306 DR RS10060 WP 027479822.1 FLDPIQNPPDPKVA.....LMIPEATARRYVVVPVRLQG...NSLVVAMKDPRNVFALDDLK...LITGKEILPAVMAEK 460
NTDB id 1110 NGFG RS09235 WP 003689817.1 ILDLRHYPRHRVLM.....GVLTEEQMVEFHCVPVFRRG...DKVFFAVSDPTQMPQIQKTV...SAAGIAVELVIVEDD 128
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ETDLSRYDYANLCQ.....QLGLRELITRYDALPIAKQG...NLLLLAVSDPTLLQAEEEFR...FATGLQVELALADHR 129
NTDB id 1293 VP RS12240 WP 005479695.1 QPELSQYEYASLCQ.....QLGLRELITRHNALPLHRTP...STLLLAVADPTNQQAEDDFR...FATGLQVELVLADFR 129
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CTSLNQYEYASLCQ.....TLGLRDLITRHNALPLNRTS...STLILAVADPTNLQAEDDFR...FATGLQVELVLADFR 129
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MLDINCIDVGTIPV.....NLVNEKLIKRHAMVPLFSRG...TNLYLATDDPSKQASLKEIQ...FHTGLNTHAIVVETD 137
NTDB id 393910 FIU82 RS12725 WP 152441221.1 QYDISTFDLSMLPEQ....GMLNEKLIKKHKLLPIGAKG...KTLFIATADPTDFSAFEDYE...FNTGMQTEAVIVRYD 129
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YFDLDVYDTSQIPK.....DLVDQKLILKHRILPLIQRG...QILYVATSNPSNIEAIDAIR...FNSKLLVEPVIVEHH 137
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LLDLGVFDPALFLK.....DKIDEKLIQKYRIMPLVHRG...HVLYVATSNPTNIEAMDAIR...FNSKLKVEPIIVEHD 137
consensus *** ** * * ** **** ** **!* ** ** *!* *!*** ****** * ****** **** *



logo

A
H
Q
D
E
K

F
I
L
A
I
N
Q
T
S
E

G
Q
T
K
R
A

V
A
L
L
I
G
S
E
D
R

E
G
N
W
Q
R
V
H
Y
L
G
L
F
Y
D
S
T
V
A
G
A
I
S
E
R
R
T
E
K
S
G
I
E
L
S
T

E
F
H
Q
G
S
E
G
H
W
F
L
Q

A
D
K
L
N
G
E

Q
A
F
K
L

A
D
E
T
N
S

E
K
L
T
D
G
Q

E
G
L
E
K
G
R
E
D
Q
I
Q
S
Y
E
N

ERALDKLNDLV
Q
T
D
E
D
E
F
I
M
S
L
E
G
V
D
A
D
N
S
E
G
L

R
S
D
L
I
E
V
D
E
N
G
M
L
V
E
K
N
D
L
S
I
V

S
G
A
D
E

E
N
P
D
G

D
E
H
N
P
K

A
D
K
T
E
A
K
Q
S
T
D
H
V
D
E
Q

E
S
T
I
L
D

A
E
I
L
N
Q
D

A
S
T
Y
D
E
N

A
D
L
T
E
I
A
V
D
E
A
L
S
T
N
D
E
K
N
P
L
S

D
E
K
L
Q
V
S

E
G
K
T
A
Q

E
N
D
Q
D
E
G
S
A
A
P I
V
P
I
S
V
N
Q
V
K
R
L
V
F
Y
V
I
D
H
N
S
Q
K
T
V
L
I
I
L
A
M
R
S
I
L
E
K
DAALVIKLQR

NTDB id 1410 SGL RS13950 WP 010873519.1 DFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQ 246
NTDB id 1306 DR RS10060 WP 027479822.1 DIIRLIERYFGEKGFEKLNK................ELAER.......NKTQQSQEADLSVADESAIVQVVDSIIREAAL 517
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLAGLLDWVGSRSTSLLQELGEGQE.......................EEESHTLYIDNEEAEDGPVPRFIHKTLSDALR 185
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALQAAIRRLYGRSIQGAANQGKEIS.........QDELANLV..KVS...DDELQSIEDLSQDDSPVSRFINQVLLDAVR 195
NTDB id 1293 VP RS12240 WP 005479695.1 ELSTAIRRLYGRSLSHEKSGLKEIN.........QEELASLV..DVG...ADEIDNIEDLSQDESPVSRYINQILLDAVR 195
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ELTAAIRRLYGRSLGQEKSGLKEIN.........QDELAGLV..DIG...EDEIENIEDLSQDESPVSRYINQILLDAVR 195
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KLSALIDNLLTAKESQGLSE....Y.........VEDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIR 204
NTDB id 393910 FIU82 RS12725 WP 152441221.1 HLEKAIDGLFDSTSGLGLTD....N...........DMEELEGVDSGDGNKKDLATDVNSKEDDAPIIVYINKILMDAIK 194
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KLEKVLGQHFAEESSFDFND....E...........EFDLDVNLD...GPTAQEDEEEAPQGDEAPIVKYINKLLIDAIR 199
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KLERLLSEHFVEETHFNFDT....E...........ELDLDVEVD...PHTTDDDDEDDKLKDEAPIVKYINKLLIDAIR 199
consensus * *** *** * *** ** *** *** ** ***************!**

logo

E
R
S
M
Q
K

D
S
G
T
ASDLIHI

V
FEFTPQTYEDEHRNKAENQRTMSALVYKR I

VRFLYR I
K
Q
C
VDGAQIVLNVHIRLQEAQTVI FNVQADNSTQFPLAPAIKNRVLSAGKNSQHAIVLERTASGNPQTSRAQRVILMTVSASARFLIKI

V
L
M
A
G
S
D
N
R
H
Q
K

M
LDLI SAEKRRKSILVPQDGGKRFMVIQRKFMRL IRTKFMYILKQNSARQKGKGDS IRTKDKPSTALVIDLMFRLVNSST

NTDB id 1410 SGL RS13950 WP 010873519.1 EGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKVDFRVNT 324
NTDB id 1306 DR RS10060 WP 027479822.1 QDASDIHIETTEDAVKVRYRIDGALREQNSF.PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLST 594
NTDB id 1110 NGFG RS09235 WP 003689817.1 SGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVST 264
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVST 273
NTDB id 1293 VP RS12240 WP 005479695.1 KGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVST 273
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVST 273
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVST 282
NTDB id 393910 FIU82 RS12725 WP 152441221.1 RGASDLHFEPYEKRYRIRFRVDGVLHEIASP.PVNLESRIAARIKVMSHMDLAEKRKPQDGRIKLKINA.KKSIDFRVST 272
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNS 277
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNS 277
consensus **!!*!*!**!* ***!*!*!!*! ** ** * ** ****!*!*** *!**!*!*!!!!******** ***!*!***

logo

C
LPSTRSVLAWYFGEKALVICVMLRVLI LNQDKNPSDGASASNTAAIKNQSMPLENDGLINEDFVQAKL IGTFYNSEDEPDFSVYQENTQLRYKKTAQNRTLLVFYRTMLKNDE I

L
A
A
I
L
D
E
H
K
N
Q
A
R

Q
K
RPNYQGI

L
M
F
M
V
L
I L IMVTGPTGSGKSTFTVTSCLFYSTACTVGLAKRSNERI IRLANSKTI

S
T
E
P
H
Q
S
E
A
K
R
S
I
VNTIANTSTI

AED
NTDB id 1410 SGL RS13950 WP 010873519.1 LPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAED 404
NTDB id 1306 DR RS10060 WP 027479822.1 LPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIED 674
NTDB id 1110 NGFG RS09235 WP 003689817.1 LPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAED 344
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAED 353
NTDB id 1293 VP RS12240 WP 005479695.1 LPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAED 353
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAED 353
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAED 362
NTDB id 393910 FIU82 RS12725 WP 152441221.1 LPTLWGEKIVMRILDSSSAMLGIDVLGYEPEQKQLYLDALAQPQGMILVTGPTGSGKTVSLYTGLNILNTTERNISTAED 352
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAED 357
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAED 357
consensus *!***!!!***!*!***** **** !** * ********* *!*!**!*!!!!!!!!*******!***** **!**!*!!



logo PAIVEYIAEKYNVLSEPGVITVNQSVNQI
V
I
S
Q
N
A
D
N
R
P
E
S
K
A
K
Q
S
T
V
I

D
GFMLDGTFSAGRNAE I

ALKRASFMLRQDPDVIVI FLMVGETIRDKQLDETADKETI SAVI EKASALQTGHMLVFMLATSTLHTNDNSAPAAGEATI
V
L
A
N
S
I
TRMLADELMVRSENM

NTDB id 1410 SGL RS13950 WP 010873519.1 PIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEM 484
NTDB id 1306 DR RS10060 WP 027479822.1 PIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEM 754
NTDB id 1110 NGFG RS09235 WP 003689817.1 PAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNM 424
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANM 433
NTDB id 1293 VP RS12240 WP 005479695.1 PVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNM 433
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNM 433
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNM 442
NTDB id 393910 FIU82 RS12725 WP 152441221.1 PVEINLEGINQVQISAKSDMTFANALRAFLRQDPDIVMVGEIRDLETAEISIKAAQTGHLVLSTLHTNSAPETLTRLMNM 432
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNM 437
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNM 437
consensus !*!****!**!**********!* *!**!*!!!!!***!!!*!!**!!*****!**!!!*!**!!!!!*!*****!* *!

logo GI
V
A
P
E
N
T
P
S
Y
F
M
N
V
L
I
S
A
A
G
T
S
A
SLVLMTNSGLVIMLIAQRLLMVARKRVLCNTKPSSEHYQCRKAERIQEVAPRTYQVADHINREAHRDQPFILPVDNTPSENPQSVAKLRSEQAGVESLQL IKRQSLKQHRE I

Q
V
F
M
L

A
G
L
I
F
A
K
Q
S
T
A
D
H
N
T
P
E

A
N
Q
R
S
T
E

G
Q
E
D
D
I
L
E
R
S
V
A
VVTFYKANSLSHK

P
Q

D
P
E I EG

H
I
Q
N
D

A
W
F
I
L
A
N
Q
R
T
Y
F
K

E
I
Q
R
V
L

M
Q
F
A
Y

E
Q
R
K
N

G
A
P
A
N
T
D
V
L
GCEHLPQDNKQDRECGSRTG

NTDB id 1410 SGL RS13950 WP 010873519.1 GVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHP.SKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSG 563
NTDB id 1306 DR RS10060 WP 027479822.1 GIENFNISAAVMGVLAQRLVRRVCSECKQPTNA.DPEVLRRLGISERDIR...............GANLMRGTGCPRCGG 818
NTDB id 1110 NGFG RS09235 WP 003689817.1 GVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLA...........K...DWKLYRAVGCDRCRG 490
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GVEPFNLASSLSLIIAQRLARRLCKHCKIAVRP.SALLQSQFAFQPNE.................ILYEANAAGCNECT. 494
NTDB id 1293 VP RS12240 WP 005479695.1 GVESFNLASSLSLIIAQRLARKLCPYCKQPQEH.TVQL.QHLGIQTTD.................NIFRANPDGCNECT. 493
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GVESFNLASSLSLIIAQRLARKLCPYCRQPQEP.NSQL.QHIGIANTE.................QIFQANPDGCNECT. 493
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV...............NLKLYKAVGCEQCT. 506
NTDB id 393910 FIU82 RS12725 WP 152441221.1 GVPSYNIASSVSLIIAQRLARRLCKHCKEP.EQLPQEELLKQGFTHEQLS...............DLTVYKPVGCDDCT. 495
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GVPSFNIATSVNLVIAQRLARRLCSQCKIP.ADIPKQSLLEMGFTEQDLA...........HP..DFRVFQPVGCLECR. 502
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVASFNIATSVNLVIAQRLARRLCSQCKRP.IQVPERSLLEMGFTPEDLA...........QP..EFQIFEPVGCHDCR. 502
consensus !**************!!!!*!**!* !* * * * * **** ** * ******! *!*

logo

G
Q
T
H
S
EGYRSKGRAMTVGLVI FHYELVLMAVRKPNVMFINSDTDKTPEKRSEMILGQRASQKRETVLAI LIGNIMANRSEKQNRDGRAGPTSNEITSVAADVHLDGQRELIKRLAEERADKACTVLSAAKLQVYEIGQSTEKASLNEGLVFMI

L
R
S
V
Q
N

D
S
N
T
I
L
F
L
Q
R
A
E
K
M
Q
R

A
D
Y
S
S
GI
L
L
N
Q
K
E
L
K
A
I
L
V
A
L
Q
R
K
M

E
QGLYVITTS IFLARSVQEE I

L
V
E
L
T
Q
N
A
R
N
VLTAFVNSYMSTDEFDTGLESEMRAK

NTDB id 1410 SGL RS13950 WP 010873519.1 SGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAK 642
NTDB id 1306 DR RS10060 WP 027479822.1 TGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS........... 887
NTDB id 1110 NGFG RS09235 WP 003689817.1 QGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND........... 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF........... 562
NTDB id 1293 VP RS12240 WP 005479695.1 HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF........... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF........... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD........... 574
NTDB id 393910 FIU82 RS12725 WP 152441221.1 EGYKGRVGIYEVMPITPKIAEIIMRGGNSLEIAEVAA.QEGVNNLRKSGLQKVAQGVTSLVEVNRVTNM........... 563
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE........... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE........... 570
consensus !!*!!*!**!******** **** *** *** ** !***** ****** *!*!** !*****



logo

RKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1410 SGL RS13950 WP 010873519.1 RKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1306 DR RS10060 WP 027479822.1 .............................. 887
NTDB id 1110 NGFG RS09235 WP 003689817.1 .............................. 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .............................. 562
NTDB id 1293 VP RS12240 WP 005479695.1 .............................. 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .............................. 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .............................. 574
NTDB id 393910 FIU82 RS12725 WP 152441221.1 .............................. 563
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .............................. 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .............................. 570
consensus

X non conserved

X similar

X ≥ 50% conserved


