
logo MKRNQHKSGTVI FLIASR I
R
Q
F
L
G
I
S
L
M
I
A
S
I
G
L
T
V
A
L
V
V
S
A
Y
A
I
S
A
F
M
L
I
F
V
S
M
A
L
M
S
Q
V
P
A
Y
A
L
V
S
K
L
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
N
I
T
A
K
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
D
K
R
F
L
V
A
M
QFDSNEKGLPLVPAKPQAPLQPARQGSAFYI

T
Q
I
T
L
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGSDQMNQNGKQI

L
A
G
K
P

SDAKT
Q

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 393846 FIU84 RS02725 WP 063539616.1 MNSTLSRLGISVLV.AFVSPAVLAANLNALDVAALPGDRVELKLAFDEPVA.PPRGYTLEQPARIALDLPGVSNNLG..A 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus !* ** * ** ** *** *** ** * ** ********** ! ** ! ** ***! !**!!* * * *

logo

S
K
L
K
N
T

K
R
I
P
E
S
T

I
L
V
G
S
T
A
Q

L
V
T
N
G
N
S
E
T
L
A
H
R
SS IYVNTDI

V
S
T
V
A
E
S
A
V
D
K
Q
G
D
G
K
Q
DRASTVRVALVTI ILVENLDTKSTRDTALSSGVPASFYSTGTSRTVDAEGKSNI

N
T
V

L
Y
F
F
S
I
V
LKVVILGNEGNS INSAKAPSQAGSNTGTVDSALNGSTFKVEPVALNSTAPVKSAVSAPAQPASASVYAQPSKVEPTVI

T
F
A
K
I
A
T
P

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS................KEVFIT 142
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS................KEVFIT 142
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV......................A 135
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL......................P 135
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL......................P 135
NTDB id 393846 FIU84 RS02725 WP 063539616.1 KNRELGVGNARSVTVVEAQGRTRLIVNLTSLVPYSTRVDGKNLFVVLGENAGVNGPA.....SVSAQPSAVAQPSVTTAP 151
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQ...PIKP 153
consensus * *** ** * !* ** !*!****! ******!* * **** * *

logo

A
K
T
N
V

K
P
S
Q
V

Y
A
S
V

P
V
P
N
A
P
V
Q
A
Q
G
K
P

K
R
H
Q
A
E
G
V
I
D
G
R
K
S

R
NIGDFRQGR I

G
A
D
S
E
D
K
Q
Q
G
A
G
EGNRLVI

L
V
V
I
T
DVLQLSGDPSTSTGNLITSPPSIVTDI

V
E
T
Q
E
Q
V
QGGKSEKVIRVLIVDLNRTFADPILKNGAITQKLIPDELTANHLMRAKVRRYLNDTVKQTNSDFHASTPVASQFISVINTDMSAQSYAQNEQDSKG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDG 215
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
NTDB id 393846 FIU84 RS02725 WP 063539616.1 AKAVAVGKAIDNIDFRRGDDGAGNVIITLSDPSISSTIEEQGGKIRVLFDKAQLPEALRVRLDVQDFATPVQFVDSSAQG 231
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQS 233
consensus ** ** *!*!**** **! !******* ********! **** ** ***! ! *!*** !!**!!* ** ***

logo

D
S
G
K
G
N
R
K
V

A
T
V
G
R
S
V
V
M
I
I
S
TI ELQPSKTSGLRDSYDGEHYFLMVAYQTVADNEKNRQKFLMTVIDS IVLFKRPMLPQTETADDNKEDVNEAI EVRKLRQTNARSQSLKSKLYDENKRKNTFPQAVNFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTNDGLINLMVTVAASDKTS

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDK 302
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDK 302
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADS 294
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADS 293
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADS 293
NTDB id 393846 FIU84 RS02725 WP 063539616.1 KGASVIIQPTGRYDYLAYQTDNKLTISIKPLTEDEAEKRQSERFAYSGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDT 311
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDT 313
consensus * **!***! !****!! *************** * **! **!!*!!*!**! !!!!*!!!!**!*!**!*



logo VAQGDNITLHRLNQKNDI
VPWDQALDLIVI LTKTQKNGLDKRKQRLVKNGNVLMIWLVIDATPAKVSDASE I

M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

V
Q
K
R
Q
A
T
Q
S
I
T
A
E
V

E
KLEAP I

LQRRSTDEVLYVI LQI
V
L
K
NYAKAGADI EMA

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIA 382
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIA 382
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIE 374
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIM 373
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIM 373
NTDB id 393846 FIU84 RS02725 WP 063539616.1 VAGNITLRLQNVPWDQALDLVLKTKGLDKRQVGNVLLVAPADEIAARERQELESQRQIAELAPLRREVVQVNYAKAADIA 391
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIA 393
consensus !*!*!!!*!***!!!!!!!**!*!**!!!!* !!!***** *** * !******* ** *!*!*********!!!!*!!*

logo

R
G
K
VLFIKQTDSQKVGRQSTSNDSNAGSAGTNQGSENLGSQNHTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVGTSKLAELEGSGDPRGKSTIASTLQVDPADRTNNSTLIWIAIQYNQDPTSAGQETQRSKLI EDQELVIRERKI

L
M
V
I
A
S
K
D
L
QLDVIQPV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPV 431
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPV 431
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPV 445
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQV 453
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQV 453
NTDB id 393846 FIU84 RS02725 WP 063539616.1 RLFQSVTNNAAS.............................AEDRGSIAVDDRTNNIIAYQTQERLDELRRIVAQLDIPV 442
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KLFQSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPV 447
consensus !* ** **** !!*!**!*!!!******** *****!*** *!!**!

logo

R
KQVLMVI EAR IVREVANSTKVTGDSYFDTSQKDSEMILG I

V
K
RWGGVIANSLLYRSHWPQAKTGGHIDGNTKQNLWNNSAGNTLLEVW

Y
G
A
G
K
N
S
D
N
E
G
L
T
N
Q
A
T
I
R
L
W
G
I
V
N
A
K
L
D
R
D
N
E
D
P
G
D
K
A
M
S
K
S
D
N
C
G
E
T

G
K
A
T

T
P
I
A
G
A
E
G
D
G
N
Y

G
T
K
V

V
Y
I
P
T
P
L
I
S
ERQRPSVCGRTFLPGTI

T
G
P
E
T
S
V
L
K
P
N
M
S
L

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQVLIEARIVEVTKDFSQDIGIRWGVSRPTH..LSGTLEGANELARG........TAPA.NVVPLERR.........LNL 491
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQVLIEARIVEVTKDFSQDIGIRWGVSRPTH..LSGTLEGANELARG........TAPA.NVVPLERR.........LNL 491
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTYTIERP............ 508
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTIERP............ 521
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTIERP............ 521
NTDB id 393846 FIU84 RS02725 WP 063539616.1 RQVMIEARIVEANVDYDKSLGVRWGGNLWAGDKWNA...WGKNGQLGVADDPDASGKPGEDGYIPSRQVGRFLGIPEVPM 519
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RQVMIEARIVEANVGYDKSLGVRWGGAYHK.GNWSG...YGKDGNIGIKDEDGMNCGPIAG.......SCTFPTTGTSKS 516
consensus *!!**!!!!!*** *****!**!!* * * ** * ** * ** ** ** * ***

logo

N
P
D
S
T
L
N
A
P
L
A
F
N
A
VPDMLTGAGVKTVASDGNTTAPGASTAGVSSGIGAI

F
L
A
G
F
K
L
L
I
N
T
S
L
M
N
D
S
D
N
A
F
I
I
L
MLDLQELSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
T
S
T
A
N
D
Q
K
E
Q
K
A
TAVKVI ELAKSTGASVEQQE I

VPYQSETASTNSSAGAGSTAT
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...T 567
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...T 567
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTA 588
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTA 600
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTA 600
NTDB id 393846 FIU84 RS02725 WP 063539616.1 NTPFVDMGAVGA.TSGIGLGFIT.NNAILDLQLSAMEKTGNGEVVSQPKVVTADKETAKILKGAEVPYQEASSSGA...T 594
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PSPFVDLGAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...T 591
consensus * ***** * * *!*** ** * *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*! *



logo

A
S
T
V
T
A
SFKDKEAAVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPDFYNQASNQSGPYQAMTALQTFPTLNGEVALPPAI LIRINTKKNTNEVIQNATKNI

VLVTDNDNGQETVI IV I
LGGI

V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
V
S
I
Q
V
D
E
N
T
R
K

NTDB id 1257 GCO85 RS04855 WP 163621000.1 AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTP..SPQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINR 645
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTP..SPQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINR 645
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTSFKEALLSLEVTPNITPDGKILMELNIANDSI..NSYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTK 666
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTSFKDALLSLNVTPSITPDGKIQMKLDISKDSV..AGAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTK 678
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTSFKDALLSLNVTPSITPDGKIQMKLDISKDSV..AGAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTK 678
NTDB id 393846 FIU84 RS02725 WP 063539616.1 STSFKEAALSLEVTPQITPDNRIIMEVKVTKDEPDFSQAATTGVPAIRKNEVNAKVLVTDGETIVIGGVFSNTQSKSVDK 674
NTDB id 1193 PAKAF RS26665 WP 003161249.1 STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQN.MLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEK 670
consensus ***!!*!*!!! !!!*!!!!**!**** ***!** * *!** **********!!**!*!***!!** ** *** *

logo

I
VPLFLFGEDI

LPFYVLVGI
RLFKSRNRKTRDALTQVI

V
K
Q
S
T
E
L
D
A
D
K
R

N
K
S
E
N
QELLVI FLIVTPR I IMVTNDNAQTI

A
L
V
A
I
S

A
G
Q
I
R

I
V
T
N
G
S
T
H
I
R
EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 393846 FIU84 RS02725 WP 063539616.1 VPLLGDIPFVGRLFRRDLVQDRKSELLVFITPRIMNNQAIQVSR......... 718
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus *!**!**!**!*!!*** ******!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


