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NTDB id 393810 FIU87 RS14675 WP 152445283.1 MNDQKQQASLDLFEENEKFMKGSHLVTIFHNESNLYSVVRIRVSETNVAYEEKEAVVTGYFPRIHEEETYIFFGQMKDHP 80
NTDB id 355 BSU 27480 NP 390625.1 ....MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHP 76
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 RFGMQFHVEHFRKDIPQTKQGIVQYLSSDLFSGIGRKTAEKIADALGENAISKILENPSVLDSIPKLSGDKAKLLYDSLM 160
NTDB id 355 BSU 27480 NP 390625.1 KFGLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQ 156
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 EHQGLEQVLIALSQFGFGPQLSMKIYQAYKDQTLEILQQNPYQLVETVEGIGFARADELGNHFGISGNHPDRIKAGCLYI 240
NTDB id 355 BSU 27480 NP 390625.1 RHQGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYT 236
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 LEQFSMQDGHCYVKKEQLVEAVARLLNEKQRN..LVPEADISRELLKMAEEGKIKIEEGRVYLLSLYFSEQGVVTNIKRV 318
NTDB id 355 BSU 27480 NP 390625.1 LETTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHI 316
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 LEQTQYAEQFPESEFLLALGELEDRLKVQYAPSQKEAIQQALLSPMLLLTGGPGTGKTTVIKGIVELYADLHGCSLDPND 398
NTDB id 355 BSU 27480 NP 390625.1 ASQTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSA 396
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 YSKDDPFPVMLAAPTGRAAKRMSESTGLPSLTIHRLLGWNGSEGFMHDEENPISCKLLIVDEMSMVDIWLANQLFKSLPE 478
NTDB id 355 BSU 27480 NP 390625.1 YKKDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPD 476
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 DIQVVLVGDEDQLPSVGPGQVLKDLLSSTVIPTVKLTDIYRQADGSSIIELAHDMKDGVVPANIAQAQKDRSFIKCQQAQ 558
NTDB id 355 BSU 27480 NP 390625.1 HIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQ 556
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 ILDVVKKVCANAQTKGYSARDIQVLAPMYRGNAGIDKLNEILQELFNPKSPNRRELAFGSIVYRTGDKVLQLVNQPESNV 638
NTDB id 355 BSU 27480 NP 390625.1 IKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNV 636
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 FNGDIGEVVSIFYAKENTEKQDMVIVSFDGNEVTYTKQDLGQITHAYCCSIHKSQGSEFPIVVLPVVKSYYRMLRRNLLY 718
NTDB id 355 BSU 27480 NP 390625.1 FNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLY 716
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NTDB id 393810 FIU87 RS14675 WP 152445283.1 TAVTRSKKFLILCGEEDALRLGVGRADEQARQTSLKQKLANKHSVDSLEEENPDILKEIPF.WHDANIGMENISPYDFLE 797
NTDB id 355 BSU 27480 NP 390625.1 TAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQ..VEEMDAELEALQKELPFSVHDANIGMEGITPFDFMK 794
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