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KGLHFSKNPKRFNSQQQSDV
NTDB id 393798 FIU87 RS08140 WP 152444123.1 MHNQSYYNQNNNKSSVKPSIENLSRAIFTVNRHAKTAPDPKYLYTLKRKALEKLIMEGKATKKGLHFSKNPKNSQQQSDV 80
NTDB id 88 BSU 14020 NP 389285.1 ......MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDV 74
consensus ****** * * !**!!!!*!**!!!!!!!!!! !!!!! !!**!! !!* !!!* ! !!!!!!!!* !!!!!!!

logo L IHSAIGDEYFYFHI
MPPTKEDFEHKLEPHLGETLNDQSYYRNPKANQMSLNTI

KAKEHLLQERYTVGNFMKYEPDKNPLNQVKPHNRTQTQRKPAYHQKPVFKKLGESYFL
NTDB id 393798 FIU87 RS08140 WP 152444123.1 LIHAGEYFFHIPPTKEDFEKLEHLGELNDYYRNPKANMSLNIAKELLQRYTNFYPDNNQKHTTRKAYQKPVFKKLGESYL 160
NTDB id 88 BSU 14020 NP 389285.1 LISIGDYYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !!* !*!*!!*!!!!!!!!*!*!!! !! !!!!!!*!!! !!*!!! ! * * ** *!!*!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


