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NTDB id 393791 FIU87 RS06395 WP 152443809.1 MILDVIPKPDGAQWTDDQWKAIVASGRDMLVAAAAGSGKTAVLVERIITKMVSE..HVDVDRLLVVTFTNASAAEMRHRI 78
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 GEALEKELEKKPASLHLRRQLSLLNRASISTIHSFCLEVIRKYYYLIDIDPGFRIADTTEIQLLQEEVLEMVFEEEYGQE 158
NTDB id 119 BSU 10630 NP 388944.2 AEALEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKG 157
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 NDAFFDLVDRFTSDRTDHALQELVLKLYEFSRANEDPEQWLEDIVTFYRSANEESIDHFPFIEMLKNMIKLQLEAARTLL 238
NTDB id 119 BSU 10630 NP 388944.2 EKAFFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKL 237
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 EKASELTLRPGGPAPRAENVEQDLSQLFRLLEGLNLSWEDLYASMQELEFPRAKTCRGDEYDKDLLEAWTKARNQAKDIV 318
NTDB id 119 BSU 10630 NP 388944.2 LRALELTKAPGGPAPRADNFLDDLAQIDELIQH.QDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLL 316
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 NGIKEEFFTRRPESLLTDLAELAPVMDMLVKLVKKYGNAFHLLKQEKGLVDFSDLEHLCLRILRKKTGDGWT.RSEAALR 397
NTDB id 119 BSU 10630 NP 388944.2 EKLKTDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARF 396
consensus *! **!!! !! *! !!!* !!** !! !! !! !* !!!! **!!!!!!! !! !! ! **!!!!

logo YQESQTFHKEVLMVDEYQDTNLMVQEAS I LKQLVTKSDGPSEEETGNLMFMVGDVKQS IYRFRLAEPFLLFLSKYKRFHTESESGEYEGTGLRKIDLNKQ
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 DKTELETAQVEAKLIAKRIKQLIQNGYEVYDKHLKVMRPVTYRDFVILMRSMPWAPQFMDEFKQQGLPLYANLSTGYFEA 637
NTDB id 119 BSU 10630 NP 388944.2 EAEELETVQFEAKAIAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEA 620
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 TEVAILLSLLKIIDNPYQDVPLAAVLRSPIVGLDSNDLATIRIQQKKGTYFEALLAFLERQPDSVEERELLYKVKEFYEL 717
NTDB id 119 BSU 10630 NP 388944.2 VEVAVALSVLKVIDNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDR...SDELYQKLNTFYGH 697
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 LQAWRTQAREGALSELIWKVYQDTHFYDFVGGMPGGKQRQANLRALYDRARQYEATSFRGLFRFLRFIERMQDRGEDLGA 797
NTDB id 119 BSU 10630 NP 388944.2 LQKWRAFSKNHSVSELIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGT 777
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 ARALGEQEDVVRLMTIHSSKGLEFPIVFVAGLSKQFNMMDLRKSYLMDKELGFGASFVNPKLRITYPTILQLAMKHKAKA 877
NTDB id 119 BSU 10630 NP 388944.2 ARALSEQEDVVRLMTIHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRR 857
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 QLIAEEMRVLYVALTRAKEKLYLVGTLKDAEKSMQNWNESVTHSDWLLPDYVRANAKSYMDWIGPALIRHNDTELLRDKE 957
NTDB id 119 BSU 10630 NP 388944.2 ELLSEELRVLYVALTRAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAG.. 935
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 QTTECAAEITAHPSKWKVTMTNVHELLEEI.EEDKAVEDEQINRLRSGLPVSMQSPLKAQVESQLYWNYPYTKASLQRSK 1036
NTDB id 119 BSU 10630 NP 388944.2 ..VPAHADISGHPARFAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTK 1013
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 QSVSEIKRLREQQDPYAEQTMIRK.EKRFFLDRPAFLQKKQLSPTEVGTAMHAVMQNIKLSLEEEMNRDHLQAQVQEMVQ 1115
NTDB id 119 BSU 10630 NP 388944.2 QSVSEIKRKREYEDEYSGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIE..EAEQTVHRLYE 1091
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NTDB id 393791 FIU87 RS06395 WP 152443809.1 KELLSKEQAEVIDFEAILSFFHTKIGRKMLHAKQIHREIPFSYALQGDDMMEKPGVSEETVLIQGVIDCLIEDEEGIILI 1195
NTDB id 119 BSU 10630 NP 388944.2 KELLTEEQKDAIDIEEIVQFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAHEADEPLLVQGIIDCLYETEDGLYLL 1171
consensus !!!!* !! * !! ! !* !!!! !! ***!! *!!!!!! !!** ** * ** *!**!*!!*!!!! ! !*!* !*

logo DYKSTDKR I ENEGKRFYQSHSGFI ETEGAAEP I LKKRRYEQETQI
V
A
QLYGTKAVEHQIAWKKTKQLVKSAGCKAYLYFFDGGNHI

L
I
L
Q
T
L
M
D

NTDB id 393791 FIU87 RS06395 WP 152443809.1 DYKTDKINERYSS.ITEAEPILKRRYQEQVALYGKAVEHIWKKQLSAKYLYFFDGNHLIQMD 1256
NTDB id 119 BSU 10630 NP 388944.2 DYKSDRIEGKFQHGFEGAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL. 1232
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