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NTDB id 393790 FIU87 RS06390 WP 152443808.1 MSVQFLIGRTGSGKTHWCHEHILHKLKEDPQGTPIVYLVPEQMTFQSEYRLVQSPEIKGMIRSQVFSFTRLAWRILQEVG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 GISRFHIDQTGIHMLLRKVVEEHKQEFHVFGRSAEQFGFIEEMEGMITEFKRYCITPETLEADITKMRQDASITEHEKML 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAE..SGTASEYRGERVL 158
consensus !*!!*** !!**!!!!!**!!!!!!!*!* * * !! *! !*!!!!!!!* !! * ** !! *!**!

logo

A
S
E
KKLHTDI

L
L
S
I
V
L
VYQRQLMEKQASLAEDGKQYLDHGSEDYLATLLAEHKIPELASESDYIKQGKADHIY I

VDGFHYQSFTPQEFLNRVLEKEQLMKVHAENHS IVTFIASLTALD
NTDB id 393790 FIU87 RS06390 WP 152443808.1 AKKLTDILVVYRQLEQALEGKYLDGEDYLALLAEKIPESSYIQKADIYIDGFHSFTPQELNVLKELMKHANSVTIALTLD 240
NTDB id 120 BSU 10620 NP 388943.2 SEKLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTAD 238
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 KPYDEEAPYDLHLFRSTGMTYQRLRSLALEEACEMKEPIVLEEASRFSTSHSLHHLEKFFDVRPTVSYENT.TDVTILQA 319
NTDB id 120 BSU 10620 NP 388943.2 KPSYEREPHELELFRMTGKTYYRLHQKAKELNLDITYK.ELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQA 317
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 VNRRAEVEGIAREIISLVRDKGNRYRDIAIIIRNSEAYADLFNTVFQDFQIPFFIDQKRTMLHHPLVELLRSSMEVITKN 399
NTDB id 120 BSU 10620 NP 388943.2 ANRRAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGN 397
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 WRYESVFRCVKTDFFYSTDQLVQEMREKTDKLENYCLSYGIQGKKWTSEIPWTYRRYFSVDTDGPYIQKEDEIAYEQELN 479
NTDB id 120 BSU 10620 NP 388943.2 WRYEAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDD..FAQTDQEIEMENMLN 475
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 ELRKMIVQPLHTLEKRWKKAKTIEDYCKALYEYLEELQIPQKLEARMRKSEASGNLAAAREHEQVWKAIIQMLDQMVELL 559
NTDB id 120 BSU 10620 NP 388943.2 DTRDWIVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMM 555
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 KGQPMSTSMFTKMLESGLESLRFSLVPPSMDQVIVANYDLSRLTDIKHTFVIGVNDAVIPAKVKDEGFVSEEERELLANY 639
NTDB id 120 BSU 10620 NP 388943.2 GDDEISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTI 635
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 GMELAPSSMEKLLDENFLAYTAFLTPSQHLYISYSLADEEGKSLLASSYIKRIKEMFPRIEEQLLLNDPTENKQEHPLRY 719
NTDB id 120 BSU 10620 NP 388943.2 GVELSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMY 715
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 IHTPATTLSNLAIQLQGWMKKYPVEPTWWDVYNTLLENQKWSERTKHVVNSLFYKNEAKKLTNSISRELYGTHMEASVSR 799
NTDB id 120 BSU 10620 NP 388943.2 VVNKSVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRL.QSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSR 794
consensus ** * ! ! !! ! * !** * !! !! !* ! * *!** !!!**!! ! ! !*!! !!! ** *!!!!

logo MEKTFNSACAPFSHFASHGLHKLKDERKQFI FYKRLEAPDIGEQLFHASASLKHL I SDRVLREHNQKLTDWKRDSLTKEQQCELVFLASRYDEAVDEMRLASPKLQGKE
NTDB id 393790 FIU87 RS06390 WP 152443808.1 MEKFSACAFSHFASHGLKLKDRKIYRLEAPDIGELFHAALKHISDVLRHNKTDWKSLTKQQCEVLAREAVDMLSPKLQGE 879
NTDB id 120 BSU 10620 NP 388943.2 METFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKE 874
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 ILLSSNRFQYIKKKLETVITRASQILSDHAKASKFTPVGLELGFGRTGELPPIKIDLPNDVTMELIGRIDRVDRAEGSNG 959
NTDB id 120 BSU 10620 NP 388943.2 ILLSSNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKG 954
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 LLLRIVDYKSSKKALDLTEVYYGLALQMLTYLDIVITHSKSWLGDQANPAGVLYFHVHNPMIKKSGMIPEDIIEEEIFKS 1039
NTDB id 120 BSU 10620 NP 388943.2 LLLRIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKK 1034
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logo FKMKGLLLGDEQETVVRLMDQTTLVDQESGHRSKNI IVNSAGSFLKKDNGGSFLQRASADSASAIAVGSEEKEFDTLSLRTKHYVRQRTFEQEAIGESKQIATDEGERTVAS IAEPYK
NTDB id 393790 FIU87 RS06390 WP 152443808.1 FKMKGLLLGDEETVRLMDQTVDSGHSKIVSASFKKNGGFQAASSIASEEEFTSLRKYVRQTFEEIGSKIAEGETAIAPYK 1119
NTDB id 120 BSU 10620 NP 388943.2 FKMKGLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYK 1114
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NTDB id 393790 FIU87 RS06390 WP 152443808.1 LKDQVPCTFCSYKPFCQFDTSLDENDYRVLQSIPKDEVITSIKDKLEGGGTR 1171
NTDB id 120 BSU 10620 NP 388943.2 MKNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
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