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H
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NTDB id 393777 FIU87 RS00020 WP 152442739.1 MYIEELSLKNYRNYDEMHTVFEDGVNVILGENAQGKTNVMESIYVLAMAKSHRTANDKDLIKWDEEYGKIEGRIHKRNGP 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
consensus !!! ! ! !!!!!* * !! !!!!*!!!!!!!!!*!! !!!! !!!!!!! !!!*!!*!! *!*!!!!!**! !!*
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NTDB id 393777 FIU87 RS00020 WP 152442739.1 LPMQLVISKKGKKAKINHIEQSRLSQYIGSMNIVMFAPEDLTLVKGSPQVRRRFIDMELGQVSPRYMHDLSRYQKVLQQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus *!!!!!!!!!!!!*!*!!!!! *!!!!*! *! *!!!!!!! !!!!!!!!!!!!*!!!*!!!!! !*!!!! !!!*! !!

logo NHFYLKLQLQTKRKQKTDQRTMLDLVLTDEQL IVELVAAKSVTVEVKRELEQFTVARLQLEKSWAQRP IHAKGS I SRGLEELSTLVI
KYHKPTAS ILDVYVSDEPTALDNLSK

NTDB id 393777 FIU87 RS00020 WP 152442739.1 NHYLKLLQTKKQKDQTMLLVLTEQLIELAASVTEKREEFVRLLESWARPIHKSISRGLEELSVIYKPSIDYVSETANLSK 240
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDV.SDPLDLSK 239
consensus !!*!! !!!*!! ! !!! !!!*!!*!*!! ! !! ! !! !! !!! !!!!!!!!** !** *! *!** !!!

logo

I
M
G
I
D
E
A
SYNQEAKFDSKI

L
K
R
D
E
K
RE I ERGLVTLFSGPHRDDLVLFQYVNGKRDVQTFYGSQGQQRTTALSLKLAE IDL IHYESE I

VGEYP I LLLDDVL
NTDB id 393777 FIU87 RS00020 WP 152442739.1 MIEAYNEKFDKIKDREIERGLTLFGPHRDDLLFQVNGKDVQTFGSQGQQRTTALSLKLAEIDLIYSEVGEYPILLLDDVL 320
NTDB id 353 BSU 00040 NP 387885.1 IGDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVL 319
consensus * * !*! ! !****!!!!!*!! !!!!!!*!! !!!*!!!!*!!!!!!!!!!!!!!!!!!!!!* !*!!!!!!!!!!!!

logo SELDDYRQSHLLHNTIQGKRVQTFVTTTSVDGIDHEQTLKRQAAGMTFYERVQVNSGAS ILMVKKG
NTDB id 393777 FIU87 RS00020 WP 152442739.1 SELDDYRQSHLLNTIQGKVQTFVTTTSVDGIDHQTLKQAATYEVVSGSIMKKG 373
NTDB id 353 BSU 00040 NP 387885.1 SELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK.. 370
consensus !!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!! !!*!!* * ! ! **!**
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