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NTDB id 1307 DR RS10055 WP 010888596.1 D.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHI 159
NTDB id 393645 FIU98 RS12850 WP 172979150.1 G.VGRFRINIFKQRNEVSIVARNIKMEIPRFEDLKLPEVLLSTVMEKRGLVLFVGGTGSGKSTSLAALIDYRNRNSGGHI 155
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHI 153
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consensus *!!!***! !! * **!*!*!** *** ****!!*** *** *!!*****!*!!*!!!!**!*** **! * *!!

logo

L
I
S
T
V
I EDPVI EYFMIVHPQRENHAQKAGKNRSC IVINTQREVGLSVIDTELRDSYFDHEADIVALRKANASTLRQAPDMVI LVIGEMVIRTDSYREVTI

M
K
D
E
A
H
YAMLVTAAFADETGHLACVFILMGSATLHTANSNAPNEQ

NTDB id 1307 DR RS10055 WP 010888596.1 LTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPE 239
NTDB id 393645 FIU98 RS12850 WP 172979150.1 ITIEDPVEYVHRHKKSIINQREVGVDTRSFHAALKNTLRQAPDVILIGEIRDRETMEHALAFADTGHLAISTLHANNANQ 235
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQ 233
NTDB id 1203 PSJM300 01605 AFN76401.1 ISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQ 235
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NTDB id 1307 DR RS10055 WP 010888596.1 SIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMV 319
NTDB id 393645 FIU98 RS12850 WP 172979150.1 ALDRIINFFPEERRPQLLNDLGNNLKAFVSQRLVKTIDGKR.RAAVEVMLGTPTVRDLIKRNEFSELKEIMEKSKNLGMQ 314
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQ 313
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