
logo MPLLDSFTVDHTKRMNAPAVRVAKTMQSTPKNGDTITVFDLRFTAMPNKADI LSEKRGIHTLEHLYAGFMRNHLNGNSEQVE I IDI SP
NTDB id 393578 FIV01 RS12475 WP 152431282.1 MPLLDSFTVDHTKMNAPAVRVAKTMSTPNGDTITVFDLRFTAPNKAILSEKGIHTLEHLYAGFMRNHLNGNEVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!*!!!!!!!!!!!! !! !!!!!!!!!!!! !!! !!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo MGCRTGFYMSL IVGATPSTEGQQRVAKQAWLAAMQYDVLKVEKSQENHQIPELNEYQCGTAAMHSLESEAKAQIAKQDNI
V IANASGI

V
E
SVNKRNDELA

NTDB id 393578 FIV01 RS12475 WP 152431282.1 MGCRTGFYMSLVGTPSEGRVAKAWLAAMYDVLKVEKQNHIPELNEYQCGTAAMHSLSEAKQIAQDIINSGVEVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!*! !*! !! !!!!!! !!!!!! ! *!!!!!!!!!!!!!!!!! !!! !! *! !* !!*!!!!!

logo LPESMLKNELAKVCH
NTDB id 393578 FIV01 RS12475 WP 152431282.1 LPESMLKELAVC 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


