
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFLYRKQKRFKRLKQHNTLMALAFLMAI LS I ITPLTAITV
NTDB id 393573 FIV01 RS12030 WP 152431215.1 ................................................MFKLYRKQRFKRLKHTLMLAFMILSITPLTAV 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* !!!!*!!!! *!!! !!* !!! !!!

logo ALFFLHSHSKQDLEKQQSTSHYLVSVRDNKKQQQLVI
LDYMMTAKEQSEVMGFVRSELAYASGGRFYGLVNAFQRRSLDGLVDS I EAQAREHYAQ

NTDB id 393573 FIV01 RS12030 WP 152431215.1 ALFFLHSHSQDLEKQSTSHLVSVRDNKKQQLLDYMTAKQSEVMGFVRSELAYASGGRFYGLVNAFRSLGLDIEQAREYAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!!!!! !!! !!!!*!!!!!!!! !!**!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!! ! * !! !!!*!!

logo QRYIKTGSGDQI
VKTS IVLPQSNSLSYNVGSTERYRLLHKRYHRWAYLVELLKRRSDFDDI LLVDI

L
D
EGNVTVYS ITLYKYDNFGTNLLTGKRYKQ

NTDB id 393573 FIV01 RS12030 WP 152431215.1 QRYIKGSGDQVKTSILPQSNLYNGTERYRLLHKRYHRAYVELLRRSDFDDILLVDLEGNVTYSTLKYDNFGTNLLTGRYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!*!!!*!!!! ! !*!!!!!!!!!!! !!*!!!*!!!!!!!!!!!**!!! !! !!!!!!!!!!!!*!
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D
NTHNLGHNTFKQKRLEIDQETVNTEQEQRKTNEDEFYTP I

V
I
V
I
TSDFRVQVDEDGGKKQVYAWLGAP I IQQGYLHSYAMFRLPNSNAE ITKL IASDEGHKSDSNTAPESM

NTDB id 393573 FIV01 RS12030 WP 152431215.1 NTHLGNTFQKLIDEVTQERKTNEEYTPIITSDFRVDGKKQVAWLGAPIIQQGYLHSYAMFRLPNNEITKLISDHKDTAEM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!*!! *! ! !!!!!**!!** !!! * !! !!!!!!!!!!!!!!!!!!!!!! ! !!!!! ** * !
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NTDB id 393573 FIV01 RS12030 WP 152431215.1 RTLLVGQDHLSRALKIQQEDIDNSYQVVGKALSGDTAVGTYINKLGDGIIAAYSQVSFSGINWAIIVEVPEKVAFARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!!!!! !! ! ** ! !! !!!! !!!!! ! !* !!!!! ** !*!!**!!*!!! !!!!!*!

logo LEKTI
LF IVFAML ITAIAVLVI

V
I
LASHYLSNQF ITASPLLKRLTWATAEKRVSAGDNLDETADI

M
I
VNTEQRKDE IGRLALVSFERMQRS IRDEKIQSL I

NTDB id 393573 FIV01 RS12030 WP 152431215.1 LETIFIFAMLIAIALVILASHYLSQFITAPLLRLTWTAEKVSAGNLDTDIVNTQRKDEIGRLALSFERMQRSIRDKIQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !! *!*!!!! !! !!**!!!!!!*!!! !!!*!!! !!*!!!! !! **!! !!!!!!!!!*!!!!!!!!!!*!! !!
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E
K
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SQNKMELEKSNLLQI

V IQRKRQNDEDELQLATNKRLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP I

M
S
TAADHKRYQLDI I IVKSSGQRLA

NTDB id 393573 FIV01 RS12030 WP 152431215.1 EKQNMELEKNLQVIQRQNEDLQLTNRLKDEFLATTSHELRTPLHGMVGIAEALISGANGPMTADHRYQLDIIVKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !! !!! !! *! *!!**!!! !*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!**! !*!!!!!!* !!!!!!



logo

N
TLVDDLLDYHKMRYGAKLDI EQARCRAVDNI

LSGSAATRLVLMELSHSHL ILGKNKPTI
LR I

V INQVPSEEQPLVWVCSADPQRLEQVLYNL IGNAIKY
NTDB id 393573 FIV01 RS12030 WP 152431215.1 NLVDDLLDYHKMRYGKLDIEARAVNISGAARLVMELSSHLIGNKPIRVINQVPEEPLWVCADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! !!! *!! *! ! !!!*!!!*!!*! !**!*!!!!*! !*!!*!!!!!!!!!!!!!!!!!!!!

logo TNSEGKIV I SACTQYIDDDKI
VRVQVVDTGQGIPAEGQLEHI FEPL ITQAGNHSDANGSRYQRQGAGLGLS ICSRQL IDELMHKGHTLYVSSQPMV

NTDB id 393573 FIV01 RS12030 WP 152431215.1 TNEGKIVISACQIDDDIRVQVVDTGQGIPAGQLEHIFEPLTQANSDNGRYQQGAGLGLSICRQLIDLMKGHLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus ! !!!!!!!!* !!! *!!!!!!!!!!!!! !!!!!!!!! !! *! !! !!!!!!!!!*!!!!*!!*!*!!!!!!!!!

logo GTTFSFTLPKLASEETEQIAEQATHRLSTDELSLPHFKQAPDEVI
LDI

SELPFPEQSSNSLTPTEDNEHSAGPLLLVAVDDEPVNLR I
VLDSFLRLVEGYR I

V
H
RTAQ

NTDB id 393573 FIV01 RS12030 WP 152431215.1 GTTFSFTLPKASETQIEQTHSTDSLHFKAPDVIDIEPFESSSTTEDESAPLLLVVDDEPVNLRILDSFLRVEGYRIRTAQ 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!! !!! ! ! * !* *!! !!*!*! !**! ! *! !**!!!!! !!!!!!!!*!!!!!!*!!!!**!!!
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REKPAELVLLDIMMPGMVSGYQVCEQKTI

LRQTQTFYDHAEQLP I IMLTALNQPSDEDRVRGFDEAGANDYLSKPFNKQELA
NTDB id 393573 FIV01 RS12030 WP 152431215.1 NGEEALKALNNEKPALVLLDIMMPGVSGYQVCQTIRTQFDHAQLPIIMLTALNQPEDRVRGFDAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !* ! !* !!! !!!!!!!!!!*!!!!!! *! *!!! !!!!!!!!!!!**!!!!!!*!!!!!!!!!!!!!!!!!

logo AR IKVAHLTASKAELMRR I
VENAQQLKQKSE I

L
K
Q
H
QRAMRVEASLLETQGRLLEQLESAPEAI ILCVKRDEDGNKRI

VRFATNEAAASLRLFKRRTPSEQ
NTDB id 393573 FIV01 RS12030 WP 152431215.1 ARIKAHLTASKAEMRRVENQQLKSEIQQRARVEASLLETQGRLLEQLESAPEAIICVRDDNRIRFTNEAASLLFKRTSEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!! !!!!!!!!!*!!*!! !! !* *!! !!!!!!!!!!!!!!!!!!!!!!!*!!** !**!! !!!! !!*!!*!!

logo LKRSKNADEEL IASPRKFLENI EKKQEPHYCGNP IDVYVDDEVRQHSLSADI
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H
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NTDB id 393573 FIV01 RS12030 WP 152431215.1 LKRSKADELISRKFLEIKKPHYCGPIDVYVDEVRQSLSADIISLPINSGLKSMYIFDLGGGVNTTRLNHLETAVEALSSY 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!! !*!!! *!!! ! *!!!!*!!!!!!*!!!*!!!!** !! !!! !!!! *!! !! !***!!!!!!!!!!!

logo AFEGDKADKLLQEKLKELGDGEFSTDRLAIDEKRAGASGHESEYKQSKQDE I
LMRAE I

VLVDEASMTSAGLANYWEHRVSTGLQSKFDTFAEQSGLWRVYLDRSTLQ
NTDB id 393573 FIV01 RS12030 WP 152431215.1 AFEGDKAKLLELKELGDEFSDLIERGAHSEKSKQEIMREILVDSMTSGLAYWEHVTGLSKFDFAEQSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!! !! !!!!! !!* ! *** * !!!**!! *!!* !!!*! !!!*!*! !!! !!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I
VETLPKTPRWRTVLNSSLDEFYI LEHCKEAMGTPERSTHI EMNLQHRDKLQHKLLTNSE

NTDB id 393573 FIV01 RS12030 WP 152431215.1 TRTLDKYLRVETLPKTPRWRTVLSSLEFILEHCKEMTPERSHIENLHDKLQHLLTN. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!*!!!!!!!!!!!!! !!**!!!!!!! !!!*!!! *!!!!*!!! *

X non conserved
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X ≥ 50% conserved


