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NTDB id 1014 ACIAD RS13855 WP 004924483.1 .....MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATA 75
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...MKKLSRYTFSLLF....GLFSATT............FAEEKVTTST...EHTPVVMQQVAATQKVNANVVNINTATA 58
NTDB id 393570 FIV01 RS09995 WP 152430871.1 ......MIRNFTTTILVI.LACYSSI.............VYSQNAPT...............NEKYSQIEITVNINTAQA 45
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPT.LPLLA...............NAEETAPA...............AQVEEGIVITVNINTASA 49
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPT.LPLLA...............NAEETAPA...............AQVEEGIVITVNINTASA 49
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLI.LAPMS...............WAE.TKTK...............ADKYEGIEITVNVNSATA 41
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVV.FAPLS...............LAA..DTK...............ADKYEGIEITVNINTASA 40
consensus *** ****** ***** ** * *** **!!*!*!*!
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